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Figure Suppl 1: Read coverage analysis in the stem-loop region of the Illumina OsHV-1 NR genome.
(A) Illumina short-read coverage between position 64590 and 65300.
(B) Schematic representation of the palindromic region inside the stem-loop. Sequence color-coded in red correspond to the complementary strand forming the stem-loop.
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I I I u m I n a OS I IV- 1 TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTAT TAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAATGGTT TAAACCAAACACACCCCCCCCCCCCCCCCCCCCCCARAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATA GAACACACAAAAAAAATC
N 2 IR, ?

I { gen0| I le TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTATTAAAACTTTGCCCTTGCCGCACCACAATTCCCTGGCCAAAAACTGTTT TAAACCAAACA CCCCCCCCCCCCCCCAAACACAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATAGAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTATTAAAACTTATTCCTTGCCGCCCATACATTCCTTGCCAAAAAAATGGT TAAAACCAAACA- -------- CCCCCCCCCCCCCCCAAACAAACGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCCCTACATAGAACACAC -AAAAAAATC

TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTT TAAAATCATAGTCATTCCCCCCCCAAAAATCGTTCGCCAAANAAATG - - - - - - CACAACCCCACCCCCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATC TATATATAGAACACACAAAAAAAAT C

TAAAAATCGCCCAGGAATTTCATCTTGCTAGGGAAAGTTATTAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAATGGTTTAAACCAAACA------ CCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTATATATAGAACACAC - AAAAAAATC
MIAAAAAITIC G [CICIANA G G AATITINCIANTICINT G [CICA G G AAIAIC G GCCCCCCAAAAATTCCTTGGCCAAAAAATTTTT TAAACCAAACA---CCCCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCCCTATATAGAACACACAAAAAAAATC
[MAAVAAAITIC G CICIANA G G AATITINCIAITICITT GICICA G G GIAICHT G Gl G INNCA G AT G I G [T G CINCITINCIC G AT - IMCAMTINCICINT G G CICAAAAAAT G G I TAAACCAAAICHA - - - - - - - - CCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTTTCTACAGAT CACACAAAAAAAATC
TAAAAAITC G [CCAA G G AATTITCIATCITT GIECHG G G GCGCCCCCCCAAC-CTTCCTTCGACCAAAAATTTTT TAAAAAAAACACCCCCCCCCCCCCCCCCCCCCCCCARAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATGGAATCTATATATAGAACACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAACGTTAATAAAAC -AATTACATGCCCACCAAAAAATACATTCCCAAAAAATTGGTT TIAAIC CAATAIC/- - -ICCCCCCCCCCCCCCCCCCCCCCAAACACCGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTTTCTACACGACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTAIT TAAAACTTATCCCTCCCCCCCCACCAATTCCCCGGCCAAAAAATCCTTTAAACCAAA- - - -~~~ - CCCAICCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTTTCCCTAGAT CACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCGTGTAGGGGAGTTTTAT TAAAACATATTCCTTGCCGACCCACAATTCCTTGGCCAAAAAATGGTT TAAACCAAACACA------ CCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTTTCCCTAGAC CACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCACGG G GCCAAAAAATTTTTTIAACCCCAAAACA- - - - - - CCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTTTCTACAGAT CACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCTAGGGAATGGTGTTACTCCGTTTTCTACTCC- -ICCTTAAATTACCTGGCCAAAAAATGGTTTAAACCAA----[ACCCCCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTTTCTATCTAACAC CAAAAAAAAATC
MAAAAAITIC G [CICHANA G G AATITITCIANTICINT GICICAG G G GCCCCCCAACAATCCCGGGGCCAAAAACCGCGTTAAACC - -[AICIAICIACCCCcCccccccccccccccd- - - -IAACCAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTTTTTAT C TAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTAT TAAACCATATTACTTGCCGCCCATCATTTACTTGGACAAAAAATTTTT TIAAAC CAAAAAAA - - - - - - CCCCCCCCCCCCCCCCAAACARAGGGAAGCGATAACTCATGTTTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTTTCGAT C TIAAICA CACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATT TAATAAAAACTCATTCCTTCCCGCCCATCAATCCCGTGCCCAAAAAATGGTTTAAAC- - - - - - CIACCCCCCCCCCCCCCCCCCCCCCARAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAAACTGGATT CAGAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATATAGCGAGGGAATCTTATTAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAATGGTT TAAACCAAACACA----------- CCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTTTCTACAGAT CACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTAIT TAAAACTTATTCCTTGCCGACCATCAATACCTTGGCCAAAAAATGGTT TAAACCAAACA------- CCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTTTCTACAGAT CIACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGG AATTTTATTAAAACTTATTCCTTGCCGACCATCAAGTCCTTGGCCAAAAAATGGTTTAAACCAAACACA---------- CCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATAGAACA CACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCGTCGTG - TAGGGAAAGAAAT TAAAAATTATTCCTTCCCGCCAACCAATTCCTTGGCAAAAAAATGGTTTAAACCAAACACA----CACCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTTTCTACACGACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCACGGAACTTTAATAAAACTTATTCCTTCCCCACCCTCAATTCCCTGGCCAAAACATGGTTTACACCAAACA------ CCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTGGATTCCGATCT CACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTAGGTAGGGAATTTTAT TAAAACTAATTCCTGGCCGCACAACTATTCATTGCCCAAAAAATGGTT TAAACCAAAANACA------- CCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCAAGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTGGATTCCGATCTCACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTATTAACTTTTTTCCTTTGCCCAACA-AAAATCCTGGGCAAAAAATTGTTT TIAAACCAAA - - - - - CCCCCCCCCCCCCCCCCCCCCAAACAACGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTATATATAGAACACAC - AAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCGAGGGAATTT TAAAAAAACTTCTTCCCGCCCCACCAAAAATTCCCTCCCCAAACTAT - - TTTAAA - - AAAACAAA - - -CCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAAT CTATATATA GAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCACG TATTTTAAAAAAACCTCTTCCCTGCCCCCCCAAAACTCCCGGGCACAAAAATGGTTTAAACCAAA- --------- CCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATAGAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAACGTTAT TAAAAATTAATCCTCGCCCACCAACACTTCCTTGCCCAAAAACCT TAAAAAACC- - -ICIAIC-CCCCCCCCCCCCCCCCCCCCCCAACCACAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTATATATA GAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCGTCGTG -TAGGGAAAGATAATAAAACATATCCCTGGCCCCCCAACAAGCCCTTGGCCCAAAAATGGTTAACCCCAA----[ACCCCCCCCCCCCCCCCCCCCCCAAACCCCGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTATATATAGAACACAC - AAAAAAATC
TAAAAATCGCCAAGGAATTTCATCGAGCCACGGAACTCTTTAAAAAATTATTCCTTCCCCCCCAACACTTCCTTGGCCAAAAAATCTATTAAACCAA----CCCCCCCCCCCCCCCCCCCCCCCAAACACAGGGAAGATAACACATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTATATATAGAACACAC - AAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATT TAAT TAAAACATATCCCTTGCCGACCATAAATACCTTGGCCAAAACAGGCAGTAAACCAAACA--------- CCCCCCCCCCCCCCCAAACACAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCCGTGTATT GAACACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTATAAAAACATATTCCTTTCCCACCATCAATTCCAGGCCAAAAAAATTTT TAAAACCAAACA- ------ CCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTATATATA GAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCGAGGGAAAATTATTAAAAATCCTTGCCTCCCCIACCATCCCTCCCAATTCCCIAAAAA - - - -TCCAA- -TAACCCACCCCCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTATATATAGAACACACAAAAAAAATC
[MAAAAAITIC G CICIANA G G AIATITINC G [TC G G A G G G GA G MM TAAAICCINTITTCICINT G [CC G CCAMCATITINCIATITIT G CICAAAAAAT G G IMTITARAICCHAA - - - - - - CCAACCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATCACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATC TATATATAGAACA CACAAAAAAANAT C
TAAAAATCGCCAAGGAATTTCATCTTGCTAGGGAAAT TAAT TAAAACAATTTCCTTGCCCCCCCCCAACTCCCTGCCCAAAACATCTTT TAAACAAAA------ CCCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATAGAACACACAAAAAAANAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCACGGAACTTTAATAAAACCTATTCCGGGCCGACCAACAATTCCTTGGCCAAAAACTGGT T TAAACCAAA------ CCCCCCCCCCCCCCCCCCCCARAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATIAGAACACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCTAGGGAACTTTATTAAAACTTCTTCCTTGCCGACCATCACTTCCTTGGCCAAAAAATGGTT TAAACCAAACACA------- CACCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTACAGATAGAACACACAAAAANAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCTAGGGAAATTTAT TAAAACTTATTCCTTGCCGACCATCAATTCCTGGGCCACAAAATGGTT TAAACCAAACACA--------- CCCCCCCCCCCCCAAACAAAGGTAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAANAT CTATATATAGAACACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGG AATTTTATTAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAATGGTT TAAACCAAACACA--~---------- CCCCCCCCCCAAACAACGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTAGAGTTAGAT CACACAAAAAAAAT C|
TAAAAATCGCCAAGGAATTTCATCTTGCCGGCGAATTTTAATAAAACTTATTCCTTGCCGACCATCAATCACTTCGCCAAAAAATGTTTTAAACCCAA--------- CCCCCCCCCCCCCCCCCACACCAAGGTAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTATATATA GAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATT T TAAAAAAAACTATTCCTCCCCCIACCAACACTTCCCTGCCCAAAAACTGTAAAAAACCAAA------ CCCCCCCCCCCCCCCCCCCCAAACAACGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAAT CTACAGATAGAACACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTATAAAAAAT TATACCTGGCCCCCCACAAATCCATTGCCAAAAAATTGGTT TAAACAAAA- - - - - - CCCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTTTCTACAGAT CACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCACGGAACTTTAT TAAAAATTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAATGGTT TAAACCAAACA- ------ CCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTITTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCCGTGTATT GAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCACG AATTTTATTAAAACTTAGTCCTTGCCGACCAACAATTCCTTGGCCAAAAAATGGTT TAAACCAAACACA------------ CCCCCCCCCCAAACACAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTAGAGT TAGAT CIACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGG AATTTTATTAAAACTTATTCCTTGCCGACCATCAAGTCCATGGCCAAAACATGGTTTAAACCAAA-------~------ CCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAAT CTATATATAGAACACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCTAGGGAATTTTTATAAAACTTTTCCCTTGCCCIACCCAAAATGCCCTGGCAAAAAAACGGTTTAAACCAA--------- CCCCCCCCCCCCCCCCCCAAACACAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTATATATAGAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCTAGGGAATTTTATAAAAACTTATCCCTCCCCGACCAACATTCCCTTGCCAAAAAAACCGTAAAAACCA--------- CJACCCCCCCCCCCCCCCCCAAACCAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATIAGAACACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTAT TAAAACTTATTCCTTGCCGCCCATCAATTCCTTGGCCAAAAAATGGT T TAAACCAAACACA- --------- CCCCCCCCCCACAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAAT CTATATATAGAACACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTGCGTCGTGTCGGGGAGTTTTAATAAAACTTTTTCCTTGCCGAACATAAATTACTTTGCCAAAAAATGTTT TAAAACAAACACA------- CCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCCGTGTATCGAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCGTCGTGTAGGGGAGTCCAACAAAAACTATTTCCTTGCCGACAAAAATTTCATTGCCAAAAAAATGGTT TAAACAAAACA------- CCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCGACGTGTCGAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATT T TAAAAAAAAT TAACCCTCGCCGACCACCAATTCCTTCCCCAAAAACTGGATAAAACCAAACA- - -------- CCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTAGGTT CAGAT CACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTAT TAAAACTCATTCCATGCCGACCACCCCTTCCCAGGCCAAACA------- AAGCCAA - - - -[AAICCCCCCCCCACCCCCCCCCCCACACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATAGAACACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTAATAAAAACTTTCCCTCCCCCCCCAAAAATCCCAACCCAAAAAAATTGCTAAAACCAA----CCCCCCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTATATATA GAACACACAAAAAAAATC
TAAAACTCGCCAAGGAATTTCATCTTGCCAGGGTATT TAATAAAAACATATACCCCCCCCACCACCCCCCCCCTCCCCAAAAAAACTCATAACCCCA----ACCCCCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTACATCTAGAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCACG TATTTTAATAAAACCTATGCCCTGCCCCCCAACCATTCCCTGGCCAAAAAAAGGTT TAAAACAAA------~------- CCCCCCCCCCCCCAAACAARAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATIAGAACACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATATTATAAAAACTTCTTCCTTGCCCIACCAACAATTCCTTGGCCAAAAAATGGTTTAAACCAACCACA------- CCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTITTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCGACGTGTCGAACACACAAAAANAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATGCTCTTCCTCTATATTACTTGCCTACCATATATTCCTTGGCCAAAAAATGGTT TAAACCAAAANACA------- CCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCGACGTGTCGAACACACAAAAANAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTT TATAAAAACACATTCCCCGCCCCCCACAAACTCCCCCGCCAAAACACCGTTTACCCCAA - - - -[ACCCCCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTATATATA GAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTT TAAAAAAACTTCTCCCCCGCCCACCCCCCATCCCCCGCCCAAAAAACGCGTTAAAAC- - -ICIACAI-ICCCCCCCCCCCCCCCCCCCCAAAACCAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTACATCTAGAACACACAAAAAAAATC
TAAAAATCTACAAGGAATTTAATCTGGCGACAGAATTTTAT TAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAATGGTTTAAACCAAACACA--------- CCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAANAT CGACGTGTCGAACA CACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTAGGTAGG AATATAAT TAAAACTTATTCCTAGCCGACCATCAATTCCTTGCCCACAAAATGCATCAAACCAA- -~ ---~-~-~---- -~ CCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATGGAGTTCACT CAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTGTGCAATTCCTATACCCGGCCGACCACCACTCCCTGTGCCAAAAATTGGTT TAAACCAAACA------ CCCCCCCCCCCCCCCCCCACACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTCCCTACACGACTCT CAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATCTTATTAAAACTTATTCCTGGCCGACAATAAATTCCTTGGCCAAAAAATGGTTTAAACCAAA---------- CCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATAGAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCAGGCTAGGGAAATTTATTAAAACTTATTCCTTGCCGACCATCAATTCCATGGCCAAAAAATGGTTTAAACCAAA------ - CCCIACCCCCCCCCCCCCCCACACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTCCCTACACGACTCTCAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCACGGAACCGAACTAAAACTTATTCCTGGCCGACCATCAATTCCTTGGCCCAAAAATTGT TAAAACCAAACA------- CCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCACGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTCCCTACACGACTCT CAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTAT TAAAACTTCTTCCTTGCCGACCATCAATTCCCCGGCCAAAAACTGTATTACACCAA----------- CCCCCCCCCCCCCCCCAAACAACGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATIAGAACACACAAAAAAAAT C
- TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTCATTAAACCGTTTTCCTTGCCCACCATAAATTCATTGGCAAAAACATGGTTTAAACC -AACACA- --------- ACCCCCCCCCACAAACCAAGGGAAGATACCTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTC TATATAGAACA CACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTATTAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAATGGTT TAAACCAAACACACCCCCCCCCCCCCCCACACGC----------- AAGCAACATCAAGTGTTTTATAATTTTTTTATATTTATTTTTT TAAATAAATATAAAATATAAATATAGAACACACAAAAAAAATC
u m I n a rea S TAAAAATCGCCAAGGAATTTCATCTTGCCACG ATTTTTTTAAAACCTCCTCCTTGCCCIACCATCACCTCCTTGGCCAAAAAATGGTTTAAACCAAA- ---~-~~---~ CCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATA GAACACACAAAAAAAAT C
TAAAAATCGCCACGGAATCACGTCTGTCCAGT ATTTTATTAAAACTTATTCCTTGCCGACCCTCAATTCCTTGGCCAAAAAATTTTT TAAAAAAAACA---------- CCCCCCCCCCCCCCAARAACAAAGGGAATATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATAGAACACACAAAAAAANAT C
TAAAAATCGCCAAGGAATCACGTCTCTCCAGT ATTTTATTTAAACTTATTCCTTGCCTACCAGCAATTCCATGGCCAAAAAATGGT TAAAACAAA---------- CCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTATATATAGAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCACGGAACTTTAT TAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAANACATGGTT TAAACCAAACACA------- CCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTCCCTACACGACTCT CAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTAT TAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAACATGGTTTAACCCACACA------------ CCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAAT CTATATATAGAACACACAAAAAAANAT C
TAAAAATCGCCAAGGAATTTCATCTTGTAGGGAAAGATAAT TAAAACTTATTCCTTCCCGACCAACAATTCCAGGGCCAAAAAATGGTTTAAACCAACCACA------ CCCCCCCCCCCCCCCCAAACARAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTCCCTACACGACTCTCAAAAAAAAT C
TAAAAAITIC G CICIAA G G GCCAGGGAATTTTATTAAAACTTCTTCCTTGCCGAICCCTCCATACCTTGGCCAAAAAATGGTTTAAACCAAA- - - - - CCCCCCCCCCCCCCCCCCCCCAACCAARAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTCCCTACACGACTCTCAAAAAAAAT C
TAAAAATCGCCAAGGAAGAGCGTCGTG-TAGGGAATGTCTATAAAACCTTTTCCTTGCCGCCCCCCACATCCCTGGCCAAAACATGGTT TAAACCAAA---ACCCCCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTATATATAGAACACAC - AAAAAAATC
MAAAAAITIC G CICAA G G GCCAGGGAATTTTATTAAAACATCTTCCTTGCCCACCCACAATTCCCTGGCCAAAAAATGGTT TAAACCAAAC - - - CCCCCCCCCCCCCCCCCCCCCCAARAACACAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTACAT C TAGAACACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGG ATTTTATTAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAATGGTT TAAACCAAACACA----------- CACCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAAT C TATATATA GAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCACGGAACTT TAAAAAAACAAAGTCCTCCCCCCCCAAAAATTCCTTGCCCAAAAAATGGTTTAAACCA- ------ CJACCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCCGTGTATT GAACA CACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTCGCGAGGGACATTTTT TAAAACTAAGTCCTTGCCGACCACCAATTCCTTGGCCAAAAATTGGTTTAAACCAACCACA------- CCCCCCCCCCCCCCCACACACCGGGAAGATAACTCATGAGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATA GAACACACAAAAANAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTAT TAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAAGGGTT TAAACCAAACA------- CCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTATATATAGAACACACAAANATAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATT TAAT TAAAACCTATCCCTTGCCCACAAACAATTCCTTGGCAAAAAAATTGATT -IAACCAAA------- CCCCCCCCCCCCCCCCCCCACACACCGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAANATCTATATATAGAACACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGG ATTTTATTAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAATGGTTTAAACCAAA------~----- CCCCCCCCCCCCCCCACACACAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATA GAACACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCTAGG ATTTTAATAAAACTTATTCCTTGCCCCCCAACAATTCCTTGGCCAAAAAATGGTTTAAACCAAACA------------ CCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAAT CTATATATAGAACACACAAAAAAANAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCACG ATTTTATTAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAATGGTT TAAACCAAACA-------------- CCCCCCCCCCAAACARAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATGGAGTTCAGAC TAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTAT TAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAATGGTT TAAACCAAACACA- - ----------- CCCCCCCCCAAACAAAGGGAAGACAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATGGAGTT CAGACTAAAAAAAT C

TAAAAATCGCCAAGGAATTTCATCTTGCCACGGAACTTTAT TAAAAATTATTCCGTGCCCIACCCACCCTTCCCTGGCCAAAAAATGTTTTAAACCAA------ CCCCCCCCCCCCCCCCCCCCCAACCAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCCGTGTAT C TAACA CACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTAT TAAAACCTAGTCCTTGCCGCCCCCCAACTCCCTGGCCAACAAATGGTTTAAACCAAA- - ----- - CCCCCCCCCCCCCCCCCCAAACACAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTATATATAGAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTAGGTAGGGAAATTTAT TAAAACCTATTCCCTCCCCACCAACAACCCCCTGCCCAAAAA- - - - - - - CCCCAIAAACAC -ICIAICCCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATC TATATATAGACCACACAAAAAAANAT C
TAAAAATCGCCAAGGAATTTCATCTCGTCAGGGAAATTTATTAAAACTTCTTCCTTGCCGCCCCTCAAATCCAITGGCCAAAAAAAGGTTTAAACCAAA--------- CCCCCCCCCCCCCCCCCAAACACAGGGAAGATAACTCATGTGTITTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTATATATA GAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGTGGAGTTTAIT TAAAACTCATTCCTGGCCGACCAACAATTCCCTGCCCAAAAAATGCTATAAACCAAA--------- CCCCCCCCCCCCCCCCCARAACAACGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATIAGAACACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGACACGGAACTTTATCAAAACTTATCCCTCGCCGACCAACAATTCCTTGGCCAAAAAATGGTAAAAACCAA- - ------- CCCCAICCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATC TATATATA GAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAACGTCATTAAAACTTATTCCTGCCCCCCCCACAATTCCTTGCCCAAAAAATCGT TAAAACCAAACA----ICCCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCGACGTGTCGATCACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATCTTATTAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAATGGTTTAAACCAAACACA- -~~~ -~~~ ~~-~- -~ CCCCCCCCAAACACAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATGGAGTT CAGACTAAAAAAAT C|
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAA TTAAATAAAACTGATTCCCGCCCGACAAACAAG GCAAAAAACCA---------- CCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTATATATA GAACACACAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTATTAAAACTTATTCCTTGCCGACCATCAATACCTTGGCCAAAAAATGGTTTAAACCAACCACA---------- CCCCCCCCCCCCAAACAACGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATAGAACACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTAGGTAGGGAAATTTAT TAAAACTTATTCCTTGCCGACCATCACCTCCTTGGCCAAAACATGCTATAAACCAAACA- - -------- CCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAANATCTATATATAG

TAAAAATCGCCAAGGAATTTCATCTTGACACGGAACCTCCTCCGATCTTATTCCCAGCCGIACCCTCAATTCCTTGGCCAAAAAAT - ----~-~--- CCAACA-IARCCGCCCACCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATCTGGAGTT CAAGACTAAAAAAAT C
TAAAAAITIC G [CICAA G G AT TTCATCTIC G G A G G TTTATTAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAATGGTT TAAACCAAACACA------------ CCCCCCCCCCAAACACAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATAG

TAAAAATCGCCAAGGAATTTCATCTTGCCACG TTTATTAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAATGGTT TAAACCAAACACA------------ CCCCCCCCCCAAACAAGGGGAAGATGACTCGTGTGTITTTTTAATTTTTTTATATTTATTTTTTTATATAATAATAAAATCGATATATIA GAACACACAAAAAAAAT C|
TAAAAATCGCCAAGGAATTTCATCTTGCCACGGAACTTTATAAAAACTTATTCCTCGCCCCCCACAAATCCCTGGCCAAAAAAATGCTTAAAACCAA------ CCCCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTCCCTACACGACGCTCAAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATCCGATCTAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAATGGTT TAAAC CAAACACA------------- CCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTITTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATAG

TAAAAATCGCCAAGGAATTTCATCTAGGTAGGGAAAGTTTT TAAAAAATATTCCTTGCCCCCCCCCAATCCATTGCCCAAAAAATCGTTTAACCAAACCACA------- CCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATAGAACACACAAAAANAAATC
TAAAAATCGCCAAGGAATTTCATCTGGACACGGAACT TAATAAAAACTTTTTCC-TGCCCIACCCAICAATTCCTTGGCCAAAAAATGGGTTAAACCCAA- - - - - CCCCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATAGAACACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTAGGTAGGGAAAGTTAIT TAAAACATATTCCGTGCCCCCCATCAATCCCCTCCCCATAAAATCCCTAAAACC -~~~ -~ - CCCCCCCCCCCCCCCCCCCCCCCCACAACGGGAAGATAACTCCTGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCCGTGTATCTAACACAC - AAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCACG TTTACTTAACCTTCTTCCTTGCCGACCAAAAATGCCTTGGCCAAAAACTGGAATAACCCAARACA-------------- CCCCCCCCCCAAACAAAGGGAATACACCTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATIAGAACACACAAAAAAAAT C
[TIAAAAAITIC G [CICIANA G G AATTITNCIATICITT G I[CCA G G TTTATTAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAATGGTTTAAACCAANACACA-------------- CCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATIAGAACACACAAAAAAAATC
MAAAAAITIC G [CICAA G G AATTINCIANCINT GIECHG G G TTTTTAAAAATTIAATCCCTTCCGCCCCACAATCCCCTGGCCAAAAAATGGTGTAANACCAAA- - - - - - - CCCCCCCCCCCCCCCCCCCACACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATC TATATATA GAACACACAAAAAAAAT C
MAVAAVANAITIC G [CICHANA G G AIATITINCIAICING G GIAG G G ATATAAAAACTTACTCCCCCCCCACCAACA- -ICCCACGCCCAAAAAA---TTTCAA - -AAAAACCAICCCCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAAT CTATATATAGAACACACAAAAAAANAT C
[TIAVAANASAITIC G ICICIANA G GAIA G AITIC G MCTCITICICIA G md TTCCCATCTCTTAGTGCTGTCCCACCATCAAATCATTGTCCAAAAAATTTTT TAAANACAAACACA------- CCCCCCAICCCCCCCCAAACACAGGGAAGATAACTCATGTGTITTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTGTTCAGAGAT CACACAAAAAAAAT C
MAAAAAITIC G [CICAA G G AATTITNCIATCING G GTAG G G TTATTAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAATGGTTTAAACCAAACA------- CCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTGTTCAGAGAT CIACACAAAAAAAATC
[MIAAVAVANAITICI G [CICIANA G G AIA G AT G MCITICINCICIA G micl TTATTAAAACTTATTCCTTGCCGACCACCACTTCCCTGGCCAAAAAATGCTTTAAACCAA------- CCCCCCCCCCCCCCCCCCCCAAACAACGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATAGAACACAC - AAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCACGGAACTTTAT TAAAACTTATTCCTTGCCCIACCCTCAAGTCCCTGGCCAAAAAATGGTT TAAACCAAACACA- -~ - - -~ CCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATA GAACACACAAAAANAAATC
TAAAAATCGCCAAGGAATTTCATCTCGTTAGGGAAAGT TATAAAAACTTCTCCCTGCCCCCCCAAAAATCCCTT - GCCAAAAAACTGTTTTAACCAAA----- - [ACCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATAGAACACACAAAAAAANAT C
TAAAAATCGCCAAGGAATTTCATCTTGACACGGAACTTTATTAAAACTTATCCCGGGCCGACCCTCAATACCTCGGCAAAAAACTGTTTTAAACCAA- ------- CCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATAGAACACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAAT TTATTAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAAAGGTTTAAACCAAACACA--------- CCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAANATCTATCTGGAGTTCAGAC TAAAAAAATC
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTAT TAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAATGGTT TAAACCAAACACA- -------- CCCCCCCCCCCCCAACCAAAGGGAAGATAACTCCTGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAANAT CTATATATAGAACACACAAAAAAANAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCACGGAACTTTATCAAAACTCATTCCCCCCCCIACCCTCAATTCCCTGTCCAAAA------ - - IAATAIC C-IACCCCCCCAICCCCCCCCCCCCCCCCCCCARAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATAGAACACACAAAAAAAAT C
TAAAAATCGCCAAGGAATCACGTCTCTCCAGTCA TTTTTAAAACTTACTCCTTGCCGACCATCTATTCCTTGGCCAAATAATGTTT TAAACCAAACACA------------ CACCCCCCCCAAACAAAGGGAAGATAACTCATTTGTTTTATCAGTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTAGAAATA GAACACACAAAAAAAAT C|
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATTTTATTAAAACTTATTCCTTGCCGACCATCAATTCCTTGGCCAAAAAATGGTT TAAACCAAACACA------------- CCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCTATATATIAGAACACACAAAAANAAATC

TAAAAATCGCCAAGGAATTTCATCTTGCCACGGAACTCTAT CAAAAACTATTACCATCCCCCCCAAAATACCTCGTCCCAAAAAATTT TAAAACCA---- - CCCCCCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTT T TAAAAAAAAATAAAATCGACGTGTCGAT CACACAAAAAAAATC
[MAVAAAATIC G CCHAA G G AANINCATCING G GIA G G GAA TATTAAAACAAATTCCTTGCCGACCCAAAAGTCCATGGCCAAAAAAAT GTATAAACCAAANCA---- - CCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCGACGTGTCGAT CACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCTAGGGAAAG AAATAAAACATATTCCTTGCCGACCAAAAATTCCTTCGCAAAAAAATGGTTTAAACCAAACA- - - - - CCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTCCCTACACGACGCTC TAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTAGACACGGAACT TATTAAAACTTATTCCTTGCCGACCCCCAATTCCTTGGCCAAAAAATGGTT TAAACCAAA- - - - - CCCCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTITTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATAGAACACACAAAAAAAAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCACGTC TATAAAAAATATTIACCCGCCCCCCCACCAATCCATGGCCAAAAAAACCGTAAAAACCAAA- - - - - - CCCCCCCCCCCCCCCCCCCCAAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATAGAACACACAAAAAAANAT C
TAAAAATCGCCAAGGAATTTCATCTTGCCAGGGAATT TATTAAAACTTATTCCTTGCCGACCAACAATTCCTTGGCCAAAAAATGGTTTAAACCAAACA------ CCCCCCCCCCCCCCCCCCARAACAAAGGGAAGATAACTCATGTGTTTTATAATTTTTTTATATTTATTTTTT TAAAAAAAAATAAAATCTATATATAGAACACACAANAAAAARATC
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Figure Suppl 2: Large homopolymer read analysis.
(A) Snapshot of Illumina short-read aligned 1n the large homopolymer 1n the IRL region of the Illumina OsHV-1 NR genome.
(B) Snapshot of ONT long-read aligned in the large homopolymer 1n the IRL region of the ONT OsHV-1 genome.
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Figure Suppl 3: Schematic representation of the 115 bp structural variation present in the IRS region.

(A) Multiple alignment of the structural variation region from the 2005 OsHV-1 genome [7] the 2017 OsHV-1 puVar A genome [31], the Illumina OsHV-1 NR genome
and the ONT OsHV-1 genome. In red 1s highlighted the missing repetition.

(B) Multiple alignment of the three copies of the repetition.



Table Suppl 1: Description of the methodologies used to date to sequence OsHV-1 genomes.

Reference Strain Genbank Accession Publication Date Origin Host Sampling Date _Tissus Type Virus Isolation  DNA Extraction % virus DNA (reads) Amplification Sequencing Librairy Sequencing Technology _ Assembly Type
Davisonetal.  OsHV-1Ref AY509253 2005 France ¢ gigos 19921993 Virions purified from Ultra centrifugation+ oo chioroform 99% / M13mp19 library Sanger GCG / Prans / BLAST / Fasth / PRED-TMR2
infected C.gigas larvae __sucrose gradient
Renetal ANV Q153938 2013 china C farreri 2007 Virlons purified from Ultra centrifugation + - royc o MiniBEST DNA Extraction Kt Ver. 30 no data Tiling PCR based on 2005 genome PGEM-T sanger ONASTAR
infected C. farreri sucrose gradient
Xia etal. OsH-15B KPa12538 2015 china 5. broughtonii 2012 Virions purfied from Ultra centrifugation + 2 ampTiv Marine Animals DNA Kit no data Tiling PCR based on 2005 genome PEASYTI-TS Zero Cloning Vector sanger DNASTAR 7.1
infected 5. broughtonit t
Virions purified from Ultra centrifugation + N N N
Buriolietal.  OsHV-1pVar Aand B KY242785 and KY271630 2017 France and Ireland ¢ gigas 2010 infected C. gigas spat/  sucrose gradient /no QIAamp DNA Mini kit ;Z’;“;;;‘&’:é!;"ﬁ“:;; ;:;";T:i’i'i‘:’;“; Pre-capture PCR for library enrichment ~ SPRIworks HT fragment library kit l':;’g’l‘; n;‘;*‘;i“‘;ufg? system witha 2 ’;i;f;?:::;“‘ (2005 genome) Bowtie2 / Samtools
minced spat tissues isolation
Abbadietal.  OSHV-LPT Mese1751 208 taly ¢ aigas 2016 oo oM oo solaton QAamp DNA Mini kit 2.60% e ™" "1 %P estera X DNA sample preparaton it umina Wiseq  Sanger orfnsing P8/ reads | deroyo assemiy ID8AUD
Bai etal 0sHV-12K0118 MF509813 2019 china C farreri 2001 Gills and mantle from o jation Qiagen DNeasy Blood and Tissue kit no data Tiling LR-PCR based on 2005 genome  9-13kb SMRTBell library / llumina Truseq #2<Bi0 RS I/ llumina HiSeq 4000/ - PacBios: denovo Celera assembler + Quiver / lllumina
infected C farreri sanger denovo SOAPdenovo + gapclose
VIVa62-m France, Charente-maritime C gigas 2017 3,09% HiSeq 4000, Paired-end 150bp
VIVS6-10-m France, Charente-maritime C gigas 2017 HiSeq 4000, Paired-end 150bp
viva France, Charente-maritime C gigas 2017 HiSeq 4000, Paired-end 150bp
VIVa9-5-mas France, Charente-maritime C gigas 2017 Hiseq 4000, Paired-end 150bp
VIvsE-12.m France, Charente-maritime C gigas 2017 Hiseq 4000, Paired-end 150bp
viva France, Charente-maritime C gigas 2017 HiSeq 4000, Paired-end 150bp
VIVS7-11-m99 France, Charente-mal C gigas 2017 Hiseq 4000, Paired-end 150bp
Pool-Harbour_UK_summer_2015 United-Kingdom C gigas 2015 MiSeq, Paired-end 150bp.
u France, Charente-maritime C gigas 2010 HiSeq 2500, Paired-end 100bp
France, Port en Bessin C gigas 2008 Gills or mantle from HiSeq 2500, Single-end 100bp
Vorga etal PRINAT21248 o1 France, Charente-maritime C gigas 2010 infected spat-uveniles- QUAamp DNA Mini Kit , , HiSeq 2500, Single-end 100bp Reference mapping (2005 genome) BWA-MEM +
New-Zealand C gigas 2010 adults C. gigas or pool of HiSeq 2500, Single-end 100bp consensus with beftools and bedtools
New-Zealand C gigas 2011 larvae HiSeq 2500, Paired-end 100bp.
New-Zealand C gigas 2011 HiSeq 2500, Paired-end 100bp
NewZealand C gigas 2011 HiSeq 2500, Paired-end 100bp
Ireland C gigas 2011 Hiseq 2500, Paired-end 100bp
Japan C gigas na Hiseq 2500, Paired-end 100bp
Japan C gigas na HiSeq 2500, Paired-end 100bp
Netherlands C gigas na Hiseq 2500, Paired-end 100bp
Spain C gigas na HiSeq 2500, Paired-end 100bp
Sweden 0. eduls 2012 HiSeq 2500, Paired-end 100bp
Sweden 0_eduls 2012 Hiseq 2500
811577
11578 France, Bay of Brest (Br) (Logonna-
811579 Daoulas,lat.: 48.335 long.:-4.318)
811580
811581
811582
811583
1811584 France, Marennes-Oléron Bay (MO)
s “;;3';’”"3' 1at:45.803 and long.: - Viral read extraction with Kraken and C. gigas
Delmotte et al. G 1811587 202 ¢ gigas 2018 Whle tisue from 2 SIEle. o i o1zion MagAttract HMW DNA kit / Shotgun PCR-free library preparation kit~ lilumina Novaeq 6000 reference mapping / Denovo assembly with SPAdes /
OV MO ind10 11588 oyster spat Scaffolding with SSPACE using OsHV-1 uVar A as
- o o reference
SHV-LTh_in 811590
s in 811591
v Th in 811592 France, Thau Lagoon (Th) (Méze, la.
o o 811593 43.379 long. 3.571)
SHV-LTh_in 811594
s in 811595
SHV-LTh_in 811596
s ind10 811597




Table Suppl 2A: Taxonomic classification of non-OsHV-1 contigs. (A) Non-OsHV-1 contig identified in the ONT sequencing. Contig name in bold correspond to contigs also identified in the Illumina data.

Flye Canu i .
Name (all reads) (n=24) Name (top10%) (n=9) Name (all reads) (n=4) Name (top10%) (n=5) Read Coverage (Flye all reads) Lenght GC% Tool Description Accession
Contig_01 Contig_05 6,4 41032 52,9 PHASTER Ralstonia phage RSK1 DNA NC_022915.1
Contig_02 3,2 39124 33,6 PHASTER Flavobacterium phage FpV4 NC_041872.1
Contig_03 7,1 35245 43,9 PHASTER Pseudomonas phage tf NC_017971.2
Contig_04 11,8 18 738 49,5 PHASTER Cellulophaga phage phi39:1 NC_021804.1
Contig_05 4 45019 37,5 PHASTER Pseudoalteromonas phage BS5 NC_031917.1
Contig_06 5,1 24004 31,5 BlastX Phage
Contig_07 4,7 27938 36,5 BlastN Vibrio phage pVp-1 NC_019529.1
Contig_08 6,4 29804 31,7 PHASTER Persicivirga phage P12024L NC_018272.1
Contig_09 6,2 27 288 48,1 BlastN Vibrio phage 1.151.0._10N.222.46.B1 MG592520.1
Contig_10 5,4 25934 47,5 PHASTER Lentibacter virus vB_LenP_ICBM2 NC_048671.1
Contig_15 7,3 32985 34,9 PHASTER Cellulophaga phage phi38:1 NC_021796.1
Contig_16 5,7 28718 39,9 PHASTER Flavobacterium phage vB_FspS_hemulen6-1 NC_048833.1
Contig_17 Contig_06 tig00000003 65,4 41592 42 PHASTER Vibrio phage pYD21-A NC_020846.1
Contig_18 Contig_04 9,9 18201 36,6 BlastN C. gigas mitochondrial DNA AF177226.1
Contig_19 Contig_12 5 64902 67,5 PHASTER Gordonia phage Bachita NC_030936.1
Contig_21 4,1 35292 44,8 PHASTER Pseudoalteromonas phage Pq0 NC_029100.1
Contig_22 tig00000001 182,8 14374 37 BlastN Eukaryotic Circular Rep-Encoding Single-Stranded DNA (CRESS DNA) Viruses  MH617489.1
Contig_23 3,6 34661 42,1 BlastN Myoviridae sp. isolate ctZ701 BK025998.1
Contig_25 Contig_09 30,3 59 544 44,6 PHASTER Vibrio phage douglas 12A4 NC_021068.1
Contig_26 Contig_10 22,6 163 592 33 PHASTER Bacteroides phage crAss001 NC_049977.1
Contig_27 Contig_11 8,6 51757 47,8 PHASTER Vibrio phage VpKK5 NC_026610.2
Contig_28 4,9 29738 43,3 BlastN Uncultured Caudovirales phage genome assembly LR798326.1




Table Suppl 2A: Taxonomic classification of non-OsHV-1 contigs. (B) Non-OsHV-1 contig identified in the lllumina sequencing.
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