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Supplementary Figure 1. Gating strategies for sorting of tdTomato® smooth muscle
cells. a, Cell sorting for the tdTomato® population was achieved using a BD FACSAria Il
instrument and CD FACS Diva v8 software. The different areas for gating are indicated (parent
percentages are shown in individual figures) (relates to Extended data Fig. 1n).
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Supplementary Figure 2. Gating strategies for FACS analysis of inflammatory cells. a,
Gating strategy for sorting of T cells, B cells, eosinophils, AMs, IMs, neutrophils, dendritic cells.
Sorting for was accomplished using a BD FACSAria Il instrument and CD FACS Diva v8
software. The different areas for gating are indicated. Parent percentages are shown in
individual figures (relates to Fig. 6b, Extended data Fig. 8k). b, Gating strategy for sorting of
Th1 cells, Th2 cells, Th9 cells, Th17 cells using a BD FACSAria Il instrument and CD FACS
Diva v8 software. Parent percentages are shown in individual figures (relates to Fig. 6d,
Extended data Fig. 8l).





