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Hemostasis

A Hemostasis (GO:0007599)
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Placental development

B Placenta development 
(GO:0001890)
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Cytokines

C Cytokine signaling 
(GO:0019221+GO:0005125)
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regulation of protein metabolic process

D Regulation of protein 
metabolic process 

(GO:0019222)
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Response to Nutrient
Response to Nutrient (GO:0007584)E
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Hormone signaling
Hormone signaling (GO:0042445 

+GO:0005179+GO:0046879)
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