
File Name: Supplementary Data 1 
Description: This is a Microsoft Excel file containing Supplementary Tables 1a and 1b 
and Supplementary Table 2 as separate tabs. Supplementary Table 1a contains de-
identified metadata on FD patients and paired relatives and identifies those used to 
generate individual ordinations in panels of Figure 1a, e, and f in the main text. Similarly, 
Supplementary Table 1b identifies FD patient-relative pairs used for microbiome diversity 
analyses (Fig. 1c and d) and metabolome diversity analyses (Fig. 2b, c, and d) in the 
main text. Metadata for FD patients shown in Supplementary Table 1a was also used to 
test for correlations between patient factors and microbiome/metabolome diversity shown 
in Supplementary Table 2 (see footnotes). 


