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Figure S1. Elevated physical activity and energy expenditure during the 24 hour fasting period in
chow-fed Ts65Dn mice. A-B) Physical activity level (A) and energy expenditure (B) of male Ts65Dn
and euploid mice across the circadian cycle during a 24 hr fast. Bar graphs indicate cumulative physical
activity and energy expenditure in the dark and light photocycle. C-D). Physical activity level (C) and
energy expenditure (D) of female Ts65Dn and euploid mice across the circadian cycle during a 24 hr fast.
Bar graphs indicate cumulative physical activity and energy expenditure in the dark and light photocycle.

All data are presented as mean = SEM. * P<0.05; ** P<0.01; **** P<0.0001
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Figure S2. Food intake, physical activity, and energy expenditure during the refeeding period in
chow-fed Ts65Dn mice. A-C) Food intake (A), physical activity level (B), and energy expenditure (C) of
male Ts65Dn and euploid mice across the circadian cycle during a 24 hr refeeding period after food
deprivation. Bar graphs indicate cumulative food intake, physical activity, and energy expenditure in the
dark and light photocycle. D-F) Food intake (D), physical activity level (E), and energy expenditure (F)
of female Ts65Dn and euploid mice across the circadian cycle during a 24 hr refeeding period after food
deprivation. Bar graphs indicate cumulative food intake, physical activity, and energy expenditure in the

dark and light photocycle. All data are presented as mean £ SEM. * P<0.05; ** P<0.01; **** P<0.0001
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Figure S3. Body temperature in chow-fed Ts65Dn mice. A-B) Deep colonic temperature in male (A)
and female (B) Ts65Dn and euploid mice in the dark and light cycle. Sample size for male (Eu, n = 24;
Ts65Dn, n = 13) and female (Eu, n = 16; Ts65Dn, n = 12) mice. All data are presented as mean + SEM.

*** P<0.001
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Figure S4. Physical activity and energy expenditure during a 24 hour fasting period in high-fat diet
(HFD)-fed Ts65Dn mice. A-B) Physical activity level (A) and energy expenditure (B) of male Ts65Dn
and euploid mice across the circadian cycle during a 24 hr fast. Bar graphs indicate cumulative physical
activity and energy expenditure in the dark and light photocycle. C-D). Physical activity level (C), and
energy expenditure (D) of female Ts65Dn and euploid mice across the circadian cycle during a 24 hr fast.
Bar graphs indicate cumulative physical activity and energy expenditure in the dark and light photocycle.

All data are presented as mean = SEM. * P<0.05
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Figure S5. Food intake, physical activity, and energy expenditure during the refeeding period in
HFD-fed Ts65Dn mice. A-C) Food intake (A), physical activity level (B), and energy expenditure (C) of
male Ts65Dn and euploid mice across the circadian cycle during a 24 hr refeeding period after food
deprivation. Bar graphs indicate cumulative food intake, physical activity, and energy expenditure in the
dark and light photocycle. D-F) Food intake (D), physical activity level (E), and energy expenditure (F)
of female Ts65Dn and euploid mice across the circadian cycle during a 24 hr refeeding period after food
deprivation. Bar graphs indicate cumulative food intake, physical activity, and energy expenditure in the

dark and light photocycle. All data are presented as mean £ SEM. * P<0.05; ** P<0.01
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Figure S6. Serum T3 and T4, and body temperature in HFD-fed Ts65Dn mice. A-B) Serum T3 and
T4 in male (A) and female (B) Ts65Dn and euploid mice. Sample size for male (Eu, n = 7-9; Ts65Dn, n =
6-8) and female (Eu, n = 7-8; Ts65Dn, n =9). C-D) Deep colonic temperature in male (C) and female
(D) Ts65Dn and euploid mice in the dark and light cycle. Sample size for male (Eu, n = 24; Ts65Dn, n =

13) and female (Eu, n = 16; Ts65Dn, n = 12) mice. All data are presented as mean + SEM.
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Figure S7. Food intake pattern analysis in ad libitum fed and fasted-refed Ts65Dn male mice on a
high-fat diet. A-F) Meal number (A), meal size (B), meal duration (C), intermeal interval (D), ingestion
rate (E), and satiety ratio (F) in male Ts65Dn and euploid mice during a 24-hr ad libitum fed period, with
the light cycle, dark cycle, and 24-hr cumulative data presented. G-L) Meal number (G), meal size (H),
meal duration (1), intermeal interval (J), ingestion rate (K), and satiety ratio (L) in male Ts65Dn and
euploid mice during a 24-hr refeeding period after a fast, with the light cycle, dark cycle, and 24-hr

cumulative data presented. All data are presented as mean + SEM. * P <0.05
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Figure S8. Food intake pattern analysis in ad libitum fed and fasted-refed Ts65Dn female mice on a
high-fat diet. A-F) Meal number (A), meal size (B), meal duration (C), intermeal interval (D), ingestion
rate (E), and satiety ratio (F) in female Ts65Dn and euploid mice during a 24-hr ad libitum fed period,
with the light cycle, dark cycle, and 24-hr cumulative data presented. G-L) Meal number (G), meal size
(H), meal duration (I), intermeal interval (J), ingestion rate (K), and satiety ratio (L) in female Ts65Dn
and euploid mice during a 24-hr refeeding period after a fast, with the light cycle, dark cycle, and 24-hr

cumulative data presented. All data are presented as mean + SEM.
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Figure S9. Pancreatic insulin content of Ts65Dn and euploid mice on a high-fat diet. A-B) Pancreatic
insulin content in male (A) and female (B) Ts65Dn and euploid mice fed a high-fat diet. Sample size for
male (Eu, n = 11; Ts65Dn, n = 9) and female (Eu, n = 9; Ts65Dn, n = 8) mice. All data are presented as

mean + SEM.
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Figure S10. Expression of orthologous trisomic genes across tissues in Ts65Dn male mice. Shown are
the average expression value for all the orthologous 89 trisomic genes (excluding the Ktrap gene cluster,
of which none were detected) in the liver, gonadal white adipose tissue (gWAT), inguinal white adipose
tissue (iIWAT), and skeletal muscle of male Ts65Dn mice fed a high-fat diet. The expression of 12 genes
(Girk1, Cldnl7, Cldn8, Olig2, Kcne2, Kcnel, Clic6, Kcnj6, B3galt5, Dscam, Fam3b, zfp295 ) and the
Krtap cluster genes were not detected by RNA-seq. The three dashed lines indicate fold expression value
of 0.5, 1, and 1.5. Relative to the gene expression level in euploid, most of the trisomic genes have an

average expression level close to the expected 1.5-fold due to increased gene dosage.
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Figure S11. Inflammatory cytokine levels in gWAT, iWAT, and liver were largely not different
between Ts65Dn and euploid male mice fed a high-fat diet. (A-C) ELISA measurements of IL-1p, IL-
6, TNF-a, and MCP-1 levels in gWAT (A), iWAT (B), and liver (C) of Ts65Dn and euploid male mice
fed a high-fat diet. gWAT, gonadal white adipose tissue; iIWAT, inguinal white adipose tissue.

Euploid, n =13; Ts65Dn, n =9
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Figure S12. Expression of metabolic, mitochondrial, ER stress, and antioxidant genes in the
inguinal white adipose tissue (IWAT) of Ts65Dn and euploid male mice on a high-fat diet. Heat
maps of genes associated with lipid uptake and synthesis, fatty acid (FA) oxidation, mitochondrial
dynamics and function, antioxidant, triglyceride synthesis, lipolysis, and endoplasmic reticulum (ER)
stress in the IWAT of Ts65Dn and euploid male mice fed a high-fat diet. The size of the box indicates
statistical significance in gene expression between male Ts65Dn mice relative to euploid controls. Full-
size box denotes significantly different expression (adjusted p-value < 0.05), medium size box denotes
significantly different expression (non-adjusted p-value < 0.05), and small box size denotes non-
significant expression between genotypes (p-value > 0.05). The color gradient indicates Log, fold-change
(FC) of each gene in Ts65Dn relative to euploid controls, with up-regulated genes in the red and down-
regulated genes in the blue color spectrum. Tissue sample size for iIWAT RNA sequencing (Euploid, n =

6; Ts65Dn, n = 6).
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Figure S13. Hepatic lipid droplet size was not significantly different between HFD-fed Ts65Dn and
euploid male mice on a high-fat diet. (A) Three randomly selected 20X images (200X magnification)
of euploid and Ts65Dn mouse liver sections were used for quantification. (B) Average cross-sectional
area (CSA) of lipid droplets was quantified. At least 500 lipid droplets were quantified per image. (C)
Lipid droplet CSA spread by sample (n = 3 per genotype; minimum 500 lipid droplets per sample). (D)

Lipid droplet CSA distribution.
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Figure S14. Expression of metabolic, mitochondrial, oxidative stress, ER stress, and antioxidant
genes in the liver of Ts65Dn and euploid mice on a high-fat diet. Heat maps of genes associated with
oxidative stress, antioxidant, lipid uptake and synthesis, triglyceride synthesis, fatty acid (FA) oxidation,
lipolysis, endoplasmic reticulum (ER) stress, gluconeogenesis (GNG), and mitochondrial dynamics and
function in the liver of Ts65Dn and euploid male mice fed a high-fat diet. The size of the box indicates
statistical significance in gene expression between male Ts65Dn mice relative to euploid controls. Full-
size box denotes significantly different expression (adjusted p-value < 0.05), medium size box denotes
significantly different expression (non-adjusted p-value < 0.05), and small box size denotes non-
significant expression between genotypes (p-value > 0.05). The color gradient indicates Log, fold-change
(FC) of each gene in Ts65Dn relative to euploid controls, with up-regulated genes in the red and down-
regulated genes in the blue color spectrum. Tissue sample size for liver RNA sequencing (Euploid, n = 6;

Ts65Dn, n = 6).
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Figure S15. Protein markers of fibrosis, oxidative stress, and liver damage were not significantly
different between Ts65Dn and euploid male mice on a high-fat diet. (A) Representative Sirus red-
stained liver sections of Ts65Dn and euploid mice. (B) Quantification of % fibrotic area in the liver
sections of Ts65Dn (n = 7) and euploid (n = 9) mice based on Sirius red stainnning. (C) Quantification of
hydroxyproline levels in the liver of Ts65Dn (n = 9) and euploid (n = 13) mice. (D) Representative
images of immunofluorescent staining of fibrotic collagen type I in the liver sections of Ts65Dn and
euploid mice. (E) Quantification of total fluorescence (collagen type | positive) area as a percent of total
liver area in Ts65Dn (n = 6) and euploid (n = 7) mice. (F) Quantification of serum alanine transaminase
(ALT) levels, a marker of inflammation and liver damage, in Ts65Dn (n = 8) and euploid (n = 18) mice.
(G) Quantification of malondialdehyde (MDA) levels (a marker of lipid peroxidation and oxidative stress)

in Ts65Dn (n = 9) and euploid (n = 12) mice.



Table S1

Variable Male Female
Euploid | Ts65Dn | P Euploid |  Ts65Dn P
N 13 9 10 9

Body weight (g) 5426+143 4426+259 0001 | 5448+216  50.66+128  0.158
gonadal fat (GWAT, g) | 0.699+0.070 0.491+0052 0049 | 2.895+0.244 3.049+0242 0.661
% gWAT 1.287+0.113 1.163+0.134  0.496 5.28+0.36 6.00 £ 0.42 0.216
inguinal fat (WAT, g) | 1.373+0.071 0.774+0.103 <0.0001 | 1.742+0.168 1.116+0.044 0.003
% IWAT 2.532+0.111 1.688+0.177 0.0004 3.18 +0.26 2.20+0.09 0.003
Liver (9) 2.352+0.160 2.742+0.350 0.275 1.455+0.078 1.471+0.105 0.903
% Liver weight 4335+0.262 6.080+0.547 0.004 2.67+0.11 2.90+£0.19 0.322
Heart weight (g) 0.229+0.031 0.208 £0.027  0.651 0.143+0.007 0.157+0.004 0.125
% Heart weight 0.420£0.053 0.471+0.051 0.516 0.266 £ 0.017 0.312+0.007 0.037
Kidney weight (g) 0.257+£0.013 0.265+0.017 0.718 0.187+0.005 0.204+0.009 0.121
% Kidney weight 0.473+0.016 0.607+£0.037 0.001 0.348£+0.016 0.404+0.014 0.021
Pancreas weight (g) 0.453+0.025 0.463+0.064 0.878 0.343+0.038 0.488+0.040 0.017
% Pancreas weight 0.835+0.037 1.041+0.120 0.074 0.647+£0.084 0.966 +0.078 0.013
Spleen weight (g) 0.154 +£0.011 0.227+0.022  0.004 0.120+0.013 0.183+0.018 0.013
% Spleen weight 0.283+0.016 0.553+0.091 0.002 0.219+0.024 0.357+0.034 0.003
Tibia length (mm) 19.30+0.106  18.81+0.103  0.005 18.74+0.159 18.90+0.138 0.469




Expression level of all orthologous trisomic genes on Mmu16 Table S2

Liver gWAT IWAT Skeletal Muscle

Gene Symbol GencodelD Log2(FC) Adj.p-Value Log2(FC) Adj.p-Value Log2(FC) Adj.p-Value Log2(FC) Adj.p-Value
Mir155 ENSMUSG00000097418.7 2.04 0.256 1.09 0.724 1.49 0.067 1.40 0.742
Mrpl39 ENSMUSG00000022889.7 0.49 0.069 0.48 0.107 0.64 0.008 0.70 0.083
Jam2 ENSMUSG00000053062.15 0.44 0.390 0.91 0.476 0.00 0.999 0.54 0.122
Atp5j ENSMUSG00000022890.13 0.46 0.057 0.50 0.016 0.63 0.015 0.50 0.166
Gabpa ENSMUSG00000008976.16 0.46 0.027 0.69 0.013 0.36 0.044 0.58 0.083
App ENSMUSG00000022892.10 1.00 0.009 0.54 0.055 -0.07 0.841 0.87 0.070
Cyyrl ENSMUSG00000041134.15 0.17 0.826 1.08 0.564 0.00 1.000 0.63 0.303
Adamtsl ENSMUSG00000022893.14 0.32 0.360 0.51 0.316 -0.28 0.489 0.09 0.954
Adamts5 ENSMUSG00000022894.5 181 0.031 0.42 0.706 -0.62 0.322 0.85 0.714
N6amt1 ENSMUSG00000044442.11 0.68 0.104 0.61 0.107 0.40 0.042 0.33 0.603
Itnl ENSMUSG00000052299.8 0.28 0.233 0.66 0.035 0.28 0.103 0.64 0.070
Rwdd2b ENSMUSG00000041079.11 0.81 0.025 0.46 0.643 0.52 0.048 0.50 0.671
Usp16 ENSMUSG00000025616.14 0.50 0.037 0.69 0.011 0.51 0.007 0.33 0.607
Cct8 ENSMUSG00000025613.13 0.50 0.028 0.53 0.212 0.64 0.007 0.49 0.076
Orf63 ENSMUSG00000025610.7 0.33 0.904 0.31 0.888 -0.02 0.993 0.08 0.988
Bachl ENSMUSG00000025612.5 0.48 0.181 0.55 0.321 0.62 0.029 0.42 0.499
Girkl ND N/A N/A N/A N/A N/A N/A N/A N/A
Cldn17 ND N/A N/A N/A N/A N/A N/A N/A N/A
Cldn8 ND N/A N/A N/A N/A N/A N/A N/A N/A
Krtap cluster ND N/A N/A N/A N/A N/A N/A N/A N/A
Tiam1 ENSMUSG00000002489.15 0.81 0.385 0.39 0.719 0.39 0.022 0.76 0.728
Sod1 ENSMUSG00000022982.9 041 0.267 0.42 0.481 0.75 0.028 0.45 0.486
Scaf4 ENSMUSG00000022983.15 0.18 0.457 0.33 0.336 0.47 0.043 0.52 0.176
Hunk ENSMUSG00000053414.7 0.37 0.624 0.59 0.819 0.47 0.546 0.39 0.886
Mrap ENSMUSG00000039956.8 0.87 0.026 -0.08 0.963 -0.24 0.766 -0.49 0.985
Urbl ENSMUSG00000039929.14 0.43 0.134 0.44 0.525 0.58 0.021 0.71 0.122
Synjl ENSMUSG00000022973.17 0.46 0.086 0.58 0.055 0.54 0.059 0.74 0.165
Gcfcl ENSMUSG00000022974.12 0.54 0.067 0.72 0.026 0.63 0.010 0.74 0.070
Olig2 ND N/A N/A N/A N/A N/A N/A N/A N/A
Oligl ENSMUSG00000046160.6 -0.12 0.950 1.07 0.825 175 0.174 0.29 0.985
Ifnar2 ENSMUSG00000022971.18 0.94 0.021 0.78 0.011 0.61 0.005 1.04 0.438
1110rb ENSMUSG00000022969.13 1.07 0.042 0.61 0.212 0.86 0.008 0.94 0.407
Ifnarl ENSMUSG00000022967.12 0.85 0.023 0.62 0.011 0.56 0.020 0.90 0.110
Ifngr2 ENSMUSG00000022965.7 1.20 0.028 0.49 0.085 0.69 0.015 0.37 0.311
Tmem50b ENSMUSG00000022964.14 0.52 0.203 0.68 0.078 0.38 0.034 0.72 0.070
Dnajc28 ENSMUSG00000039763.9 0.61 0.044 0.69 0.525 0.30 0.524 0.59 0.433
Gart ENSMUSG00000022962.14 0.58 0.064 0.54 0.055 0.53 0.007 0.54 0.087
Son ENSMUSG00000022961.17 0.36 0.054 0.84 0.011 0.69 0.007 0.49 0.083
Donson ENSMUSG00000022960.12 0.61 0.111 0.71 0.469 1.08 0.003 0.63 0.715
Cryzll ENSMUSG00000058240.13 0.55 0.029 0.64 0.011 0.84 0.008 0.42 0.328
Itsnl ENSMUSG00000022957.19 0.49 0.195 0.36 0.277 0.09 0.811 0.40 0.189
Atp50 ENSMUSG00000022956.10 0.54 0.053 0.45 0.138 0.57 0.034 0.50 0.122
Slc5a3 ENSMUSG00000089774.2 -0.62 0.193 0.20 0.887 -0.56 0.196 0.42 0.878
Mrps6é ENSMUSG00000039680.9 0.73 0.026 0.41 0.525 0.16 0.647 0.70 0.596
Kcne2 ND N/A N/A N/A N/A N/A N/A N/A N/A
Kcnel ND N/A N/A N/A N/A N/A N/A N/A N/A
Rcanl ENSMUSG00000022951.15 0.49 0.352 0.48 0.292 0.32 0.195 0.20 0.926
Clicé ND N/A N/A N/A N/A N/A N/A N/A N/A
Runx1 ENSMUSG00000022952.16 1.28 0.381 0.28 0.662 0.95 0.069 1.42 0.346
Mirg802 ENSMUSG00000076457.1 0.44 0.877 -0.11 0.953 0.19 0.751 -0.03 0.988
Setd4 ENSMUSG00000022948.14 -0.57 0.320 0.46 0.539 0.70 0.083 0.53 0.594
Cbrl ENSMUSG00000051483.8 0.28 0.503 0.49 0.055 0.58 0.051 0.55 0.087
Cbr3 ENSMUSG00000022947.7 131 0.117 0.19 0.931 113 0.028 0.80 0.709
Dopey?2 ENSMUSG00000022946.8 0.32 0.410 0.29 0.614 0.16 0.306 0.62 0.303
Morc3 ENSMUSG00000039456.9 0.43 0.283 0.57 0.016 0.62 0.040 0.62 0.070
Chaflb ENSMUSG00000022945.11 1.28 0.209 0.90 0.212 151 0.005 0.99 0.660
Cldn14 ENSMUSG00000047109.12 122 0.038 -0.89 0.774 0.28 0.758 -2.15 0.594
Sim2 ENSMUSG00000062713.7 -0.31 0.805 -0.96 0.820 0.83 0.601 0.49 0.720
Hics ENSMUSG00000040820.15 1.38 0.022 0.80 0.321 0.59 0.005 0.27 0.660
Ripply3 ENSMUSG00000022941.8 0.82 0.368 0.82 0.557 0.57 0.085 0.71 0.584
Pigp ENSMUSG00000022940.16 0.91 0.016 0.80 0.082 0.46 0.049 0.33 0.535
Ttc3 ENSMUSG00000040785.18 0.66 0.029 0.72 0.026 0.37 0.065 0.51 0.311
Dscr3 ENSMUSG00000022898.12 0.71 0.030 0.60 0.078 0.70 0.007 0.68 0.083
Dyrkla ENSMUSG00000022897.14 0.59 0.038 0.63 0.066 0.56 0.009 0.42 0.607
Kcenj6 ND N/A N/A N/A N/A N/A N/A N/A N/A
Kcnj15 ENSMUSG00000062609.13 0.79 0.713 0.55 0.818 -0.58 0.376 0.53 0.937
Erg ENSMUSG00000040732.18 0.77 0.245 0.63 0.745 -0.23 0.603 0.47 0.590
Ets ENSMUSG00000032035.15 0.04 0.950 0.22 0.814 -0.11 0.858 0.14 0.941
Psmgl ENSMUSG00000022913.14 0.62 0.031 0.46 0.447 0.50 0.052 0.63 0.445
Brwdl ENSMUSG00000022914.15 0.18 0.477 0.66 0.011 0.79 0.016 0.53 0.087
Hmgnl ENSMUSG00000040681.14 0.56 0.026 0.56 0.218 0.76 0.002 0.55 0.146
Wrb ENSMUSG00000023147.15 0.82 0.151 0.51 0.344 0.31 0.115 0.56 0.504
Icas| ENSMUSG00000045275.15 1.05 0.740 0.67 0.586 0.62 0.455 -0.03 0.988
Sh3bgr ENSMUSG00000040666.17 1.28 0.360 1.27 0.767 154 0.195 0.40 0.685
B3galts ND N/A N/A N/A N/A N/A N/A N/A N/A
1gsf5 ENSMUSG00000000159.15 0.63 0.025 0.57 0.949 0.64 0.577 -1.27 0.762
Itgh2I ENSMUSG00000000157.15 -0.07 0.929 -0.41 0.964 3.50 0.097 -0.07 0.988
Pcp4 ENSMUSG00000090223.1 -0.31 0.805 0.45 0.953 214 0.064 0.06 0.991
Dscam ND N/A N/A N/A N/A N/A N/A N/A N/A
Bace2 ENSMUSG00000040605.6 1.02 0.105 121 0.122 0.80 0.026 115 0.579
Mx1 ENSMUSG00000000386.14 1.43 0.040 0.89 0.662 1.48 0.125 150 0.760
Fam3b ND N/A N/A N/A N/A N/A N/A N/A N/A
Mx2 ENSMUSG00000023341.14 0.94 0.120 0.46 0.779 0.97 0.248 0.59 0.803
Tmprss2 ENSMUSG00000000385.7 0.62 0.553 2.01 0.828 -0.37 0.734 -0.15 0.988
Ripk4 ENSMUSG00000005251.14 0.75 0.160 1.29 0.796 0.16 0.892 0.07 0.988
Prdm15 ENSMUSG00000014039.17 -0.07 0.921 0.65 0.311 0.27 0.359 0.37 0.535
C2cd2 ENSMUSG00000045975.7 0.38 0.035 0.43 0.602 0.25 0.172 0.46 0.600
Zfp295 ND N/A N/A N/A N/A N/A N/A N/A N/A

ND = not deteced
N/A = not applicable



Table S3. All triplicated protein-coding genes on Mmul7 not related to Hsa21.

Liver gWAT iWAT Skeletal Muscle
Gene Symbol GencodelD Log2(FC) Adj.p-Value Log2(FC) Adj.p-Value Log2(FC) Adj.p-Value Log2(FC) Adj.p-Value
Scaf8 ENSMUSG00000046201.8 0.57 0.0466 0.62 0.0111 0.52 0.0152 0.33 0.4072
Tiam2 ENSMUSG00000023800.14 0.10 0.8411 1.01 0.2605 1.01 0.0433 0.87 0.3424
Tfblm ENSMUSG00000036983.6 0.54 0.0840 0.44 0.5973 0.71 0.0163 0.35 0.6355
Cldn20 ENSMUSG00000091530.1 0.22 0.9496 0.72 0.8296 1.58 0.1323 -0.08 0.9876
Nox3 ENSMUSG00000023802 N/A N/A N/A N/A N/A N/A N/A N/A
Aridlb ENSMUSG00000069729.13 0.47 0.0439 0.53 0.0911 0.35 0.0633 0.48 0.5838
Tmem242 ENSMUSG00000004945.15 0.73 0.0145 0.60 0.0111 0.65 0.0220 0.55 0.0874
Idhaléb ENSMUSG00000101959 N/A N/A N/A N/A N/A N/A N/A N/A
Zdhhc14 ENSMUSG00000034265.7 0.59 0.1511 0.33 0.5369 0.78 0.0236 0.66 0.4989
Snx9 ENSMUSG00000002365.9 0.66 0.0210 0.63 0.0111 0.42 0.0381 0.46 0.1218
Synj2 ENSMUSG00000023805.16 1.15 0.0323 0.63 0.0850 0.44 0.1436 0.88 0.2001
Seracl ENSMUSG00000015659.12 0.32 0.4935 0.68 0.2406 0.17 0.4690 0.55 0.0874
Gtf2h5 ENSMUSG00000034345.14 0.82 0.0091 0.38 0.2183 0.30 0.2091 041 0.4806
Tulp4 ENSMUSG00000034377.10 0.01 0.9695 0.39 0.5935 0.22 0.2479 041 0.5325
Tmem18la ENSMUSG00000038141.9 0.48 0.2709 0.26 0.5568 0.42 0.0787 0.52 0.4755
Dynltla ENSMUSG00000092074.1 0.96 0.7126 0.93 0.5973 1.46 0.0391 1.48 0.5905
Dynltlb ENSMUSG00000096255.1 1.23 0.2239 0.59 0.7519 1.29 0.0169 0.66 0.7733
Dynltlc ENSMUSG00000000579.14 0.34 0.6416 0.65 0.5973 0.99 0.0059 0.60 0.6773
Dynltif ENSMUSG00000095677.1 1.23 0.1539 0.60 0.3274 0.90 0.0433 0.66 0.4788
Sytl3 ENSMUSG00000041831.15 2.17 0.2578 111 0.6458 1.04 0.0310 -0.26 0.9876
Ezr ENSMUSG00000052397.8 1.74 0.0260 0.70 0.3358 1.25 0.0381 1.12 0.5838
Rsph3b ENSMUSG00000023806.9 0.44 0.1780 0.27 0.6011 0.70 0.0651 0.43 0.5353
Tagapl ENSMUSG00000052031.7 0.75 0.0226 0.68 0.0958 0.79 0.0256 0.12 0.8956
Rnaset2b ENSMUSG00000094724.7 0.62 0.0609 0.46 0.5092 0.90 0.0085 0.32 0.7116
Gm1604b ENSMUSG00000094083 N/A N/A N/A N/A N/A N/A N/A N/A
Rps6ka2 ENSMUSG00000023809.9 -0.05 0.9639 0.38 0.7502 0.35 0.1843 0.27 0.7302
TcplOa ENSMUSG00000071322 N/A N/A N/A N/A N/A N/A N/A N/A
Ttl2 ENSMUSG00000079722 N/A N/A N/A N/A N/A N/A N/A N/A
Gm9992 ENSMUSG00000056133.4 -0.01 0.9930 0.93 0.8792 1.18 0.4625 0.98 0.8422
Fndcl ENSMUSG00000071984.10 0.50 0.8779 0.76 0.6706 -0.03 0.9746 0.48 0.8344
Tagap ENSMUSG00000033450.7 1.23 0.1532 1.20 0.2046 1.63 0.0378 0.82 0.6027
Rsph3a ENSMUSG00000073471.2 0.97 0.0297 0.74 0.3822 0.62 0.0744 0.46 0.7015
Rnaset2a ENSMUSG00000095687.1 0.78 0.0287 0.72 0.2406 1.02 0.0051 0.72 0.4465
Ccré ENSMUSG00000040899.13 1.43 0.5012 242 0.6137 2.93 0.2189 1.51 0.7309
Mpcl ENSMUSG00000023861.17 -0.07 0.8854 -0.09 0.9302 0.28 0.2456 0.48 0.1218
Sftadl ENSMUSG00000073468.11 0.42 0.0468 0.35 0.5973 0.82 0.0014 0.58 0.5071
Prr18 ENSMUSG00000055945.7 0.30 0.7086 0.94 0.6920 1.08 0.3805 1.43 0.7284
T2 ENSMUSG00000058159 N/A N/A N/A N/A N/A N/A N/A N/A
T ENSMUSG00000062327 N/A N/A N/A N/A N/A N/A N/A N/A
Pdel0a ENSMUSG00000023868.15 2.02 0.0997 0.35 0.6980 0.23 0.6781 0.60 0.6355
1700010114Rik | ENSMUSG00000023873.12 1.42 0.2880 0.37 0.8060 1.07 0.1028 1.09 0.7518




Table S4

Up-regulated DEGs in gonadal white adipose tissue (QWAT)

gWAT down-regulated DEGs

Gene Symbol  Log2(FC) Adj.p-Value Gene Type GencodelD EntrezID Gene Symbol  Log2(FC) Adj.p-Value Gene Type GencodelD EntrezID
Xlrdc 217 0.013 protein_coding  ENSMUSG00000031362.17 72891 Rn18s-rs5 -1.44 0.035 rRNA ENSMUSG00000106106.2 NA
Son 0.84 0.011 protein_coding ENSMUSG00000022961.17 20658
Ifnar2 0.78 0.011 protein_coding ENSMUSG00000022971.18 15976
Ttc3 0.72 0.026 protein_coding  ENSMUSG00000040785.18 22129

Paxbpl 0.72 0.026 protein_coding ENSMUSG00000022974.12 67367
Gabpa 0.69 0.013 protein_coding ENSMUSG00000008976.16 14390
Uspl6 0.69 0.011 protein_coding ENSMUSG00000025616.14 74112
Ltnl 0.66 0.035 protein_coding ENSMUSG00000052299.8 78913
Brwdl 0.66 0.011 protein_coding ENSMUSG00000022914.15 93871
CryzIl 0.64 0.011 protein_coding ENSMUSG00000058240.13 66609
Snx9 0.63 0.011 protein_coding ENSMUSG00000002365.9 66616
Ifnarl 0.62 0.011 protein_coding ENSMUSG00000022967.12 15975
Scaf8 0.62 0.011 protein_coding ENSMUSG00000046201.8 106583
Tmem242 0.60 0.011 protein_coding ENSMUSG00000004945.15 70544
Morc3 0.57 0.016 protein_coding ENSMUSG00000039456.9 338467



Up-regulated DEGs in inguinal white adipose tissue (IWAT)

Table S5

iWAT down-regulated DEGs

Gene Symbol  Log2(FC) Adj.p-Value Gene Type GencodelD EntrezID Gene Symbol  Log2(FC) Adj.p-Value Gene Type GencodelD EntrezID
Ighgl 9.13 0.001 IG_C_gene ENSMUSG00000076614.7 NA Cck -3.49 0.004 protein_coding ENSMUSG00000032532.6 12424
1ghg2b 7.32 0.002 IG_C_gene ENSMUSG00000076613.3 NA Tph2 -2.98 0.026 protein_coding ENSMUSG00000006764.8 216343
Ighg2c 7.21 0.005 IG_C_gene ENSMUSG00000076612.7 NA RP23-389N20.2 -2.59 0.013 processed_transcript ENSMUSG00000109783.1 NA

Igkv5-43 6.34 0.019 IG_V_gene ENSMUSG00000094433.2 NA Gm37784 -2.51 0.042 processed_pseudogene ENSMUSG00000102525.1 NA
Ighv5-6 5.99 0.002 IG_V_gene ENSMUSG00000094951.1 NA Abcc2 -2.37 0.019 protein_coding ENSMUSG00000025194.5 12780
Slpi 5.70 0.007 protein_coding ENSMUSG00000017002.14 20568 Gme6054 -2.23 0.043 processed_pseudogene ENSMUSG00000057157.3 NA

1gkv15-103 5.70 0.004 IG_V_gene ENSMUSG00000076523.2 NA RP23-453P1.1 -2.19 0.041 TEC ENSMUSG00000109909.1 NA
1ghv9-3 5.51 0.007 IG_V_gene ENSMUSG00000096459.1 NA 2010103J01Rik -2.18 0.026 antisense ENSMUSG00000104368.1 69889
Igkv4-63 5.49 0.008 IG_V_gene ENSMUSG00000076550.3 NA Gm42778 -2.15 0.026 TEC ENSMUSG00000105112.1 NA
Ighv5-4 5.48 0.008 IG_V_gene ENSMUSG00000095612.2 NA Cdkl4 -1.97 0.006 protein_coding ENSMUSG00000033966.7 381113
1gkv12-46 5.46 0.001 IG_V_gene ENSMUSG00000076564.2 NA D530033B14Rik -1.97 0.043 antisense ENSMUSG00000108332.1 NA
Igkv6-14 5.45 0.005 IG_V_gene ENSMUSG00000096844.1 NA Fam84a -1.80 0.047 protein_coding ENSMUSG00000020607.6 NA
Ighg3 5.43 0.026 IG_C_gene ENSMUSG00000076615.3 NA Gm28644 -1.78 0.046 lincRNA ENSMUSG00000100237.1 NA
Igkv3-12 5.42 0.001 IG_V_gene ENSMUSG00000094117.1 NA Diras2 -1.76 0.008 protein_coding ENSMUSG00000047842.6 68203
Igkv5-48 5.35 0.005 IG_V_gene ENSMUSG00000076563.2 NA Wnt8b -1.71 0.042 protein_coding ENSMUSG00000036961.4 22423
Ighv1-78 5.07 0.021 IG_V_gene ENSMUSG00000096326.2 NA Scd3 -1.58 0.040 protein_coding ENSMUSG00000025202.7 30049
Ighv1-82 5.00 0.005 IG_V_gene ENSMUSG00000095127.2 NA Fgf9 -1.58 0.017 protein_coding ENSMUSG00000021974.14 14180
Ighv2-9-1 4.99 0.038 IG_V_gene ENSMUSG00000095565.2 NA Gm11766 -1.56 0.020 lincRNA ENSMUSG00000086924.1 NA
Ighv1-7 4.95 0.010 1G_V_gene ENSMUSG00000095200.2 NA Gm18190 -1.50 0.035 transcribed_unprocessed_pseudogene ENSMUSG00000098900.2 NA
Igkv4-55 4.84 0.017 IG_V_gene ENSMUSG00000096833.2 NA Trabd2b -1.38 0.026 protein_coding ENSMUSG00000070867.4 666048
Iglcl 481 0.002 IG_C_gene ENSMUSG00000105906.1 NA Ret -1.37 0.034 protein_coding ENSMUSG00000030110.13 NA
Igivl 4.80 0.001 IG_V_gene ENSMUSG00000076934.2 NA Slc8al -1.37 0.013 protein_coding ENSMUSG00000054640.14 20541
1gkv9-124 4.80 0.017 IG_V_gene ENSMUSG00000096632.2 NA Hspalb -1.35 0.041 protein_coding ENSMUSG00000090877.3 15511
1gkv17-121 479 0.032 IG_V_gene ENSMUSG00000076514.3 NA Slc13a4 -1.35 0.049 protein_coding ENSMUSG00000029843.4 243755
Ighv1-26 473 0.013 IG_V_gene ENSMUSG00000094546.1 NA Shisa6 -1.31 0.028 protein_coding ENSMUSG00000053930.13 380702
Jchain 473 0.007 protein_coding ENSMUSG00000067149.6 16069 Pm20d1 -1.31 0.021 protein_coding ENSMUSG00000042251.12 212933
Igkv6-15 472 0.028 IG_V_gene ENSMUSG00000094797.1 NA Casql -1.24 0.026 protein_coding ENSMUSG00000007122.11 12372
Igkv4-72 4.65 0.030 IG_V_gene ENSMUSG00000076545.2 NA Matn2 -1.23 0.017 protein_coding ENSMUSG00000022324.14 17181
Ighv1-80 4.63 0.008 IG_V_gene ENSMUSG00000094075.1 NA Ptprf -1.17 0.002 protein_coding ENSMUSG00000033295.13 19268
Ighv2-3 457 0.003 IG_V_gene ENSMUSG00000094164.2 NA Lpgatl -1.16 0.035 protein_coding ENSMUSG00000026623.16 ~ 226856
1ghv5-9-1 457 0.001 IG_V_gene ENSMUSG00000095210.2 NA Gjal -1.13 0.043 protein_coding ENSMUSG00000050953.9 14609
Ighv1-64 4.56 0.008 IG_V_gene ENSMUSG00000094088.2 NA Copg2 -1.12 0.043 protein_coding ENSMUSG00000025607.15 54160
1gkv19-93 4.56 0.016 IG_V_gene ENSMUSG00000098814.2 NA A430105119Rik -1.10 0.048 protein_coding ENSMUSG00000045838.8 214239
1gkv17-127 454 0.030 IG_V_gene ENSMUSG00000076508.3 NA Serpina3c -1.10 0.049 protein_coding ENSMUSG00000066361.3 16625
Ighv14-3 453 0.013 IG_V_gene ENSMUSG00000095642.3 NA Plekhh2 -1.09 0.019 protein_coding ENSMUSG00000040852.5 213556
Igkv4-50 451 0.007 IG_V_gene ENSMUSG00000076562.1 NA Nmnat2 -1.07 0.024 protein_coding ENSMUSG00000042751.14 226518
lgkc 450 0.001 IG_C_gene ENSMUSG00000076609.2 NA Gm9951 -1.07 0.021 lincRNA ENSMUSG00000054618.8 NA
Ighv1-39 4.48 0.013 IG_V_gene ENSMUSG00000095130.1 NA Fmrl -1.06 0.041 protein_coding ENSMUSG00000000838.17 14265
Ighv1-66 4.46 0.014 IG_V_gene ENSMUSG00000095519.2 NA Lrpll -1.05 0.026 protein_coding ENSMUSG00000019796.12 237253
Igkv4-53 443 0.038 IG_V_gene ENSMUSG00000095753.2 NA Dst -1.03 0.040 protein_coding ENSMUSG00000026131.18 13518
1gkv10-96 439 0.001 IG_V_gene ENSMUSG00000094420.2 NA Lpin3 -1.01 0.029 protein_coding ENSMUSG00000027412.12 64899
Ighv7-3 4.36 0.007 IG_V_gene ENSMUSG00000076652.4 NA Ttc28 -1.01 0.035 protein_coding ENSMUSG00000033209.17 209683
1gkv1-135 4.36 0.017 IG_V_gene ENSMUSG00000096336.2 NA Kirrel -1.00 0.028 protein_coding ENSMUSG00000041734.15 170643
1gkv12-44 431 0.041 IG_V_gene ENSMUSG00000096422.2 NA Ednrb -0.99 0.017 protein_coding ENSMUSG00000022122.14 13618
1gkv14-111 4.28 0.020 IG_V_gene ENSMUSG00000095771.2 NA Fhod3 -0.97 0.041 protein_coding ENSMUSG00000034295.9 225288
1gkv1-117 4.27 0.009 IG_V_gene ENSMUSG00000094335.2 NA Cep85l -0.96 0.038 protein_coding ENSMUSG00000038594.8 100038725
1gkv12-98 4.26 0.008 IG_V_gene ENSMUSG00000076526.6 NA TIr5 -0.96 0.027 protein_coding ENSMUSG00000079164.8 53791
Igkv8-21 4.26 0.004 IG_V_gene ENSMUSG00000076586.2 NA Whnt5a -0.95 0.044 protein_coding ENSMUSG00000021994.14 22418
1gkv10-94 424 0.043 IG_V_gene ENSMUSG00000096490.1 NA Arhgap29 -0.95 0.036 protein_coding ENSMUSG00000039831.16 ~ 214137
Ighv1-4 423 0.040 IG_V_gene ENSMUSG00000095442.1 NA Sik2 -0.95 0.044 protein_coding ENSMUSG00000037112.16 235344
Nugge 423 0.041 protein_coding ENSMUSG00000061356.13 100503545 Hipk2 -0.95 0.032 protein_coding ENSMUSG00000061436.15 15258
Igkv3-10 417 0.011 IG_V_gene ENSMUSG00000076596.3 NA Tancl -0.95 0.033 protein_coding ENSMUSG00000035168.16 66860
1gkv3-5 4.14 0.048 IG_V_gene ENSMUSG00000095335.2 NA Snx7 -0.94 0.041 protein_coding ENSMUSG00000028007.13 76561
Mzbl 413 0.003 protein_coding ENSMUSG00000024353.4 69816 Lrgl -0.94 0.023 protein_coding ENSMUSG00000037095.7 76905
Ighv1-50 411 0.013 IG_V_gene ENSMUSG00000094198.2 NA Limchl -0.93 0.023 protein_coding ENSMUSG00000037736.18 77569
Igkv5-39 4.07 0.012 IG_V_gene ENSMUSG00000076569.3 NA Rnf125 -0.93 0.033 protein_coding ENSMUSG00000033107.5 67664
Igkv4-68 4.01 0.028 IG_V_gene ENSMUSG00000076549.2 NA Fat4 -0.93 0.045 protein_coding ENSMUSG00000046743.6 329628
Igkv8-24 3.99 0.031 IG_V_gene ENSMUSG00000076583.1 NA 4931406P16Rik -0.92 0.024 protein_coding ENSMUSG00000066571.13 233103
Ighv14-2 3.98 0.005 IG_V_gene ENSMUSG00000095583.1 NA Mxra8 -0.92 0.032 protein_coding ENSMUSG00000029070.9 74761
Ighv1-53 3.88 0.012 IG_V_gene ENSMUSG00000093894.1 NA Arid5b -0.91 0.038 protein_coding ENSMUSG00000019947.9 71371
1gkv13-84 3.85 0.029 IG_V_gene ENSMUSG00000076538.1 NA KIhI29 -0.90 0.020 protein_coding ENSMUSG00000020627.9 208439
1gkj4 3.84 0.032 1G_J_gene ENSMUSG00000076607.1 NA Prrl6 -0.87 0.040 protein_coding ENSMUSG00000073565.4 71373
Ighv6-3 3.83 0.046 IG_V_gene ENSMUSG00000076677.1 NA Prpsl -0.86 0.032 protein_coding ENSMUSG00000031432.3 19139
Igkv4-57 3.81 0.049 IG_V_gene ENSMUSG00000076556.3 NA Kif13b -0.86 0.021 protein_coding ENSMUSG00000060012.7 16554
Ighv2-2 3.81 0.002 IG_V_gene ENSMUSG00000096464.2 NA Lamcl -0.84 0.048 protein_coding ENSMUSG00000026478.14 226519
Igkv6-13 3.80 0.018 IG_V_gene ENSMUSG00000076594.2 NA Celal -0.84 0.047 protein_coding ENSMUSG00000023031.7 109901
Ighv3-8 3.79 0.026 IG_V_gene ENSMUSG00000076674.2 NA Gpam -0.84 0.043 protein_coding ENSMUSG00000024978.10 14732
Ighv10-3 3.78 0.026 IG_V_gene ENSMUSG00000095700.2 NA Gm14399 -0.84 0.048 protein_coding ENSMUSG00000090093.8 100043761
Ighv10-1 3.70 0.040 IG_V_gene ENSMUSG00000095981.1 NA Atp8bl -0.83 0.019 protein_coding ENSMUSG00000039529.8 54670
Ighv8-8 3.69 0.038 IG_V_gene ENSMUSG00000104452.1 NA Stxbp6 -0.81 0.048 protein_coding ENSMUSG00000046314.15 217517
Ighv1-72 3.68 0.020 IG_V_gene ENSMUSG00000096074.2 NA Serpina3n -0.80 0.028 protein_coding ENSMUSG00000021091.8 20716
Gm21960 3.64 0.016 processed_pseudogene ENSMUSG00000095836.3 NA Lamab -0.80 0.038 protein_coding ENSMUSG00000015647.9 16776
Ighv1-22 3.64 0.010 IG_V_gene ENSMUSG00000094561.1 NA Slc22a3 -0.79 0.042 protein_coding ENSMUSG00000023828.2 20519
Igha 3.63 0.029 IG_C_gene ENSMUSG00000095079.6 NA Jagl -0.78 0.043 protein_coding ENSMUSG00000027276.7 16449
Igkv4-58 3.61 0.013 IG_V_gene ENSMUSG00000095633.2 NA Cobll1 -0.77 0.030 protein_coding ENSMUSG00000034903.18 319876
1gkv1-110 3.55 0.035 IG_V_gene ENSMUSG00000093861.2 NA Nudt4 -0.76 0.039 protein_coding ENSMUSG00000020029.5 71207
1gkv14-130 3.50 0.021 IG_V_gene ENSMUSG00000096461.5 NA Ptprk -0.76 0.020 protein_coding ENSMUSG00000019889.9 19272
AlB47159 3.47 0.017 antisense ENSMUSG00000084826.7 100048701 Ubd -0.74 0.041 protein_coding ENSMUSG00000035186.6 24108
Xlrde-ps 3.47 0.011 unprocessed_pseudogene ENSMUSG00000081357.1 NA Mycbp2 -0.71 0.005 protein_coding ENSMUSG00000033004.14 105689
Iglc2 3.44 0.031 IG_C_gene ENSMUSG00000076937.3 NA Tsc22d1 -0.71 0.009 protein_coding ENSMUSG00000022010.19 21807
Mrgprb13 341 0.011 unprocessed_pseudogene ENSMUSG00000099620.1 620137 Setd7 -0.70 0.007 protein_coding ENSMUSG00000037111.9 73251
Bhlhal5 3.37 0.026 protein_coding ENSMUSG00000052271.7 17341 Mylk -0.70 0.038 protein_coding ENSMUSG00000022836.10 107589
Igkv4-74 3.36 0.049 IG_V_gene ENSMUSG00000076543.2 NA Ifrdl -0.70 0.026 protein_coding ENSMUSG00000001627.11 15982
Igkv4-90 3.33 0.013 IG_V_gene ENSMUSG00000076533.3 NA Tmem17 -0.70 0.048 protein_coding ENSMUSG00000049904.7 103765
Igkv4-57-1 3.31 0.025 IG_V_gene ENSMUSG00000076555.3 NA Hipl -0.70 0.037 protein_coding ENSMUSG00000039959.13 215114
Igkv4-70 3.26 0.026 IG_V_gene ENSMUSG00000076547.2 NA Mid2 -0.69 0.019 protein_coding ENSMUSG00000000266.11 23947
Ighv1-36 3.13 0.020 IG_V_gene ENSMUSG00000094051.6 NA Hspa2 -0.69 0.048 protein_coding ENSMUSG00000059970.6 15512
Gcesam 3.09 0.028 protein_coding ENSMUSG00000022659.13 14525 Dlg5 -0.69 0.028 protein_coding ENSMUSG00000021782.14 71228
Ighv1-63 3.08 0.031 IG_V_gene ENSMUSG00000096672.1 NA Ldb2 -0.68 0.024 protein_coding ENSMUSG00000039706.11 16826
5830418P13Rik 3.07 0.023 processed_transcript ENSMUSG00000086236.7 100529079 Sowahc -0.68 0.035 protein_coding ENSMUSG00000098188.1 268301
Derl3 3.06 0.030 protein_coding ENSMUSG00000009092.4 NA P3h1 -0.67 0.047 protein_coding ENSMUSG00000028641.16 56401
Ighv2-4 2.98 0.043 IG_V_gene ENSMUSG00000095866.1 NA Ndst1 -0.66 0.037 protein_coding ENSMUSG00000054008.8 15531
Gm17571 2.75 0.043 protein_coding ENSMUSG00000090592.2 NA Lmtk2 -0.66 0.019 protein_coding ENSMUSG00000038970.7 231876
Eaf2 2.66 0.049 protein_coding ENSMUSG00000022838.13 106389 Ppip5k1 -0.66 0.050 protein_coding ENSMUSG00000033526.16 327655
Cxcl13 2.60 0.042 protein_coding ENSMUSG00000023078.6 55985 Pik3ch -0.66 0.040 protein_coding ENSMUSG00000032462.14 74769
Iglj1 2.60 0.026 1G_J_gene ENSMUSG00000106668.1 NA Wipil -0.65 0.023 protein_coding ENSMUSG00000041895.15 NA
Actn2 2.58 0.023 protein_coding ENSMUSG00000052374.14 11472 Gm10851 -0.64 0.026 antisense ENSMUSG00000102329.1 NA
Snora62 2.56 0.042 SnoRNA ENSMUSG00000064925.1 NA Slco3al -0.64 0.038 protein_coding ENSMUSG00000025790.14 108116
Trp53tg5 2.44 0.022 protein_coding ENSMUSG00000017720.2 73603 Nedd4 -0.64 0.047 protein_coding ENSMUSG00000032216.14 17999
Fpr2 241 0.038 protein_coding ENSMUSG00000052270.7 14289 Pdpr -0.64 0.048 protein_coding ENSMUSG00000033624.10 319518



Dnphl 2.37 0.011 protein_coding ENSMUSG00000040658.6 381101 Gm14410 -0.64 0.041 protein_coding ENSMUSG00000078870.9 100043403

Gm22083 2.33 0.037 SnRNA ENSMUSG00000088211.1 NA Ttc7b -0.63 0.045 protein_coding ENSMUSG00000033530.7 104718
Scimp 2.32 0.026 protein_coding ENSMUSG00000057135.12 327957 Klhdc10 -0.63 0.022 protein_coding ENSMUSG00000029775.14 76788
Gm22716 2.27 0.040 SnRNA ENSMUSG00000095178.1 NA Piezol -0.62 0.040 protein_coding ENSMUSG00000014444.17 234839
Fut7 2.24 0.048 protein_coding ENSMUSG00000036587.13 14347 Pgd -0.61 0.042 protein_coding ENSMUSG00000028961.15 110208
Gm37009 2.24 0.022 processed_pseudogene ENSMUSG00000103880.1 NA Notchl -0.60 0.048 protein_coding ENSMUSG00000026923.15 18128
Gm12407 2.23 0.048 unprocessed_pseudogene ENSMUSG00000095298.2 NA Alg10b -0.60 0.014 protein_coding ENSMUSG00000075470.1 380959
Bcl2alb 2.23 0.038 protein_coding ENSMUSG00000089929.1 12045 Rbms3 -0.59 0.025 protein_coding ENSMUSG00000039607.15 207181
Xlrdc 2.21 0.023 protein_coding ENSMUSG00000031362.17 72891 Arhgefl12 -0.59 0.026 protein_coding ENSMUSG00000059495.13 69632
Rassf6 2.18 0.048 protein_coding ENSMUSG00000029370.10 73246 1810055G02Rik -0.59 0.016 protein_coding ENSMUSG00000035372.1 NA
Trav4-4-dv10 2.07 0.047 TR_V_gene ENSMUSG00000096096.3 NA Gm14326 -0.59 0.028 protein_coding ENSMUSG00000078862.10 665211
Gm23543 2.01 0.041 SnRNA ENSMUSG00000088832.1 NA Bmpr2 -0.58 0.041 protein_coding ENSMUSG00000067336.6 12168
4930589L23Rik  2.00 0.031 lincRNA ENSMUSG00000068957.1 75879 Gelm -0.58 0.014 protein_coding ENSMUSG00000028124.15 14630

Hc 1.98 0.005 protein_coding ENSMUSG00000026874.10 15139 Ptpdal -0.58 0.021 protein_coding ENSMUSG00000026064.15 19243
Clecde 1.93 0.028 protein_coding ENSMUSG00000030142.10 56619 Xrcc2 -0.57 0.045 protein_coding ENSMUSG00000028933.11 57434
Cd24a 1.92 0.018 protein_coding ENSMUSG00000047139.8 12484 Elmod2 -0.57 0.044 protein_coding ENSMUSG00000035151.12 244548
Mir703 1.89 0.018 miRNA ENSMUSG00000105814.1 735265 Sipalll -0.57 0.007 protein_coding ENSMUSG00000042700.15 217692
Ifitm1 1.87 0.022 protein_coding ENSMUSG00000025491.14 68713 Ttc30b -0.57 0.050 protein_coding ENSMUSG00000075273.4 72421
Plac8 1.86 0.004 protein_coding ENSMUSG00000029322.12 231507 Ccser2 -0.56 0.041 protein_coding ENSMUSG00000058690.14 72972
Clec2g 1.80 0.044 protein_coding ENSMUSG00000000248.16 70809 Vkorclll -0.56 0.038 protein_coding ENSMUSG00000066735.8 69568
Gm9025 1.80 0.041 processed_pseudogene ENSMUSG00000082433.2 NA Nek6 -0.56 0.019 protein_coding ENSMUSG00000026749.11 59126
1830077J02Rik 1.74 0.005 protein_coding ENSMUSG00000074342.3 433638 Draml -0.56 0.039 protein_coding ENSMUSG00000020057.2 71712
A530040E14Rik  1.74 0.034 antisense ENSMUSG00000072109.11 621875 Usp46 -0.55 0.029 protein_coding ENSMUSG00000054814.14 69727
Lstl 1.74 0.048 protein_coding ENSMUSG00000073412.6 16988 Pvr -0.55 0.047 protein_coding ENSMUSG00000040511.14 52118
Ly6c2 1.72 0.012 protein_coding ENSMUSG00000022584.14 100041546 Stambpll -0.55 0.020 protein_coding ENSMUSG00000024776.17 76630
Stab2 172 0.024 protein_coding ENSMUSG00000035459.15 192188 Atl3 -0.54 0.029 protein_coding ENSMUSG00000024759.13 109168
5430427019Rik  1.66 0.007 protein_coding ENSMUSG00000025058.4 71398 Nripl -0.54 0.048 protein_coding ENSMUSG00000048490.13 268903
Rsphl 1.66 0.033 protein_coding ENSMUSG00000024033.9 22092 Atg9a -0.54 0.020 protein_coding ENSMUSG00000033124.15 245860
Hba-a2 1.65 0.020 protein_coding ENSMUSG00000069917.7 110257 Mical3 -0.53 0.050 protein_coding ENSMUSG00000051586.16 ~ 194401
AU021092 1.63 0.005 protein_coding ENSMUSG00000051669.5 239691 Ssx2ip -0.53 0.041 protein_coding ENSMUSG00000036825.12 99167
Ash2 1.63 0.026 protein_coding ENSMUSG00000021200.14 65256 Irgq -0.53 0.006 protein_coding ENSMUSG00000041037.8 210146
Tagap 1.63 0.038 protein_coding ENSMUSG00000033450.7 72536 Ikbip -0.53 0.026 protein_coding ENSMUSG00000019975.12 67454
Ankrd55 1.60 0.044 protein_coding ENSMUSG00000049985.14 77318 Arhgefll -0.53 0.018 protein_coding ENSMUSG00000041977.18 213498
Artd 1.59 0.022 protein_coding ENSMUSG00000030217.2 109978 Zfp609 -0.53 0.012 protein_coding ENSMUSG00000040524.9 214812
Soat2 1.56 0.028 protein_coding ENSMUSG00000023045.12 223920 Bacel -0.52 0.048 protein_coding ENSMUSG00000032086.12 23821
Chaflb 1.51 0.005 protein_coding ENSMUSG00000022945.11 110749 Atrn -0.52 0.013 protein_coding ENSMUSG00000027312.14 11990
E430024P14Rik  1.48 0.031 antisense ENSMUSG00000090069.2 100040822 Sec23a -0.52 0.030 protein_coding ENSMUSG00000020986.13 20334
Tox2 1.48 0.041 protein_coding ENSMUSG00000074607.11 269389 Tmtc3 -0.52 0.032 protein_coding ENSMUSG00000036676.14 237500
Pilra 1.48 0.037 protein_coding ENSMUSG00000046245.13 231805 Pdlim7 -0.52 0.024 protein_coding ENSMUSG00000021493.15 67399
KlIhl6 147 0.050 protein_coding ENSMUSG00000043008.8 239743 Mtmr9 -0.51 0.044 protein_coding ENSMUSG00000035078.5 210376
Serpinbla 1.46 0.015 protein_coding ENSMUSG00000044734.15 66222 Pomt2 -0.51 0.020 protein_coding ENSMUSG00000034126.4 217734
Dynltla 1.46 0.039 protein_coding ENSMUSG00000092074.1 100310872 Focad -0.51 0.020 protein_coding ENSMUSG00000038368.16 ~ 230393
Stac2 1.45 0.020 protein_coding ENSMUSG00000017400.10 217154

Bink 141 0.048 protein_coding ENSMUSG00000061132.13 NA

Irf4 141 0.007 protein_coding ENSMUSG00000021356.9 16364

Plcg2 141 0.040 protein_coding ENSMUSG00000034330.10 234779

Gpr183 1.40 0.026 protein_coding ENSMUSG00000051212.7 321019

Milrl 1.40 0.038 protein_coding ENSMUSG00000040528.15 380732

Al662270 1.39 0.006 lincRNA ENSMUSG00000087107.7 100043636

Pafah1b3 1.39 0.032 protein_coding ENSMUSG00000005447.12 18476

Ydjc 1.38 0.049 protein_coding ENSMUSG00000041774.14 69101

Cd200r3 137 0.026 protein_coding ENSMUSG00000036172.17 74603

Kenk5 1.37 0.014 protein_coding ENSMUSG00000023243.8 16529

Gm11427 1.36 0.017 unprocessed_pseudogene ENSMUSG00000083161.1 NA

H2-Abl 1.35 0.016 protein_coding ENSMUSG00000073421.5 14961

Rpsa-ps2 1.34 0.034 processed_pseudogene ENSMUSG00000045055.4 NA

Cd74 134 0.030 protein_coding ENSMUSG00000024610.14 16149

Mmrm1l 1.30 0.025 protein_coding ENSMUSG00000054641.10 70945

H2-Ebl 1.30 0.021 protein_coding ENSMUSG00000060586.10 14969

Batf 1.29 0.014 protein_coding ENSMUSG00000034266.5 53314

Dynltlb 1.29 0.017 protein_coding ENSMUSG00000096255.1 21648

Ncf4 1.28 0.046 protein_coding ENSMUSG00000071715.11 17972

Lpxn 1.28 0.013 protein_coding ENSMUSG00000024696.8 107321

H2-Aa 1.28 0.041 protein_coding ENSMUSG00000036594.14 14960

Cxcr3 1.25 0.049 protein_coding ENSMUSG00000050232.6 12766

Stard10 1.25 0.022 protein_coding ENSMUSG00000030688.15 56018

Ezr 1.25 0.038 protein_coding ENSMUSG00000052397.8 22350

Pycard 1.23 0.037 protein_coding ENSMUSG00000030793.4 66824

Bstl 1.23 0.012 protein_coding ENSMUSG00000029082.17 12182

Laptm5 1.23 0.034 protein_coding ENSMUSG00000028581.17 NA

Rragd 1.23 0.043 protein_coding ENSMUSG00000028278.14 52187

Itgb7 1.22 0.045 protein_coding ENSMUSG00000001281.9 16421

H2-T-ps 1.22 0.033 unprocessed_pseudogene ENSMUSG00000073405.6 667803

Cd48 1.20 0.034 protein_coding ENSMUSG00000015355.13 12506

H2-K2 1.19 0.007 unprocessed_pseudogene ENSMUSG00000067203.7 NA

Fermt3 1.19 0.045 protein_coding ENSMUSG00000024965.8 108101

Gmfg 1.19 0.020 protein_coding ENSMUSG00000060791.15 63986

Slc2a3 118 0.030 protein_coding ENSMUSG00000003153.10 20527

Enppl 1.17 0.020 protein_coding ENSMUSG00000037370.13 18605

Qprt 1.16 0.049 protein_coding ENSMUSG00000030674.5 67375

Nrg2 1.16 0.044 protein_coding ENSMUSG00000060275.11 100042150

Ptpn18 1.16 0.040 protein_coding ENSMUSG00000026126.15 19253

Itga2b 1.15 0.028 protein_coding ENSMUSG00000034664.13 16399

Slcl6a3 1.15 0.026 protein_coding ENSMUSG00000025161.16 80879

Cbr3 113 0.028 protein_coding ENSMUSG00000022947.7 109857

Gm9s43 1.13 0.011 protein_coding ENSMUSG00000050299.7 NA

Pstpipl 111 0.045 protein_coding ENSMUSG00000032322.14 19200

Gm14586 1.11 0.022 processed_pseudogene ENSMUSG00000083621.1 NA

H2-DMa 111 0.049 protein_coding ENSMUSG00000037649.9 14998

Ifi30 1.10 0.043 protein_coding ENSMUSG00000031838.7 65972

Kifl9a 1.10 0.038 protein_coding ENSMUSG00000010021.13 NA

Syk 1.09 0.041 protein_coding ENSMUSG00000021457.14 20963

Prkcz 1.09 0.041 protein_coding ENSMUSG00000029053.16 18762

B3gnt8 1.09 0.036 protein_coding ENSMUSG00000059479.7 232984

Donson 1.08 0.003 protein_coding ENSMUSG00000022960.12 60364

Arhgdib 1.07 0.041 protein_coding ENSMUSG00000030220.13 11857

Aprt 1.07 0.017 protein_coding ENSMUSG00000006589.8 11821

Rps3al 1.06 0.044 protein_coding ENSMUSG00000028081.6 20091

Sytl3 1.04 0.031 protein_coding ENSMUSG00000041831.15 83672

Tmem154 1.04 0.039 protein_coding ENSMUSG00000056498.13 320782

AU020206 1.04 0.034 lincRNA ENSMUSG00000097415.2 NA

Sp3os 1.04 0.015 antisense ENSMUSG00000063714.15 NA

Sdf2l1 1.03 0.022 protein_coding ENSMUSG00000022769.7 64136

Ncfl 1.03 0.042 protein_coding ENSMUSG00000015950.13 17969
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Liver up-regulated DEGs

Table S6

Liver down-regulated DEGs

Gene Symbol  Log2(FC) Adj.p-Value Gene Type GencodelD EntrezID Gene Symbol  Log2(FC) Adj.p-Value Gene Type GencodelD EntrezID
Sptlc3 5.94 0.036 protein_coding ENSMUSG00000039092.9 NA Gm27206 -3.79 0.045 antisense ENSMUSG00000098889.1 NA
Mup-ps4 5.39 0.037 unprocessed_pseudogene ENSMUSG00000078685.6 NA 4930556N13Rik -341 0.033 antisense ENSMUSG00000092399.1 75285

Sall4 4.65 0.023 protein_coding ENSMUSG00000027547.17 99377 Gma867 -341 0.031 antisense ENSMUSG00000050157.5 333670
Ttc9 4.60 0.027 protein_coding ENSMUSG00000042734.5 69480 Gm19721 -3.36 0.023 TEC ENSMUSG00000102324.1 NA
Anxa8 3.99 0.030 protein_coding ENSMUSG00000021950.15 11752 Crybg3 -3.13 0.028 processed_transcript ~ ENSMUSG00000091562.3 NA
Mup-ps10 3.90 0.036 unprocessed_pseudogene ENSMUSG00000082173.1 NA D430018E03Rik -3.12 0.049 sense_intronic ENSMUSG00000097559.1 NA
Adgnt 3.82 0.035 protein_coding ENSMUSG00000037953.7 333424 3222401L13Rik -3.04 0.030 lincRNA ENSMUSG00000073590.3 NA
Meplb 3.73 0.026 protein_coding ENSMUSG00000024313.7 17288 Gm43116 -2.96 0.030 processed_pseudogene  ENSMUSG00000104754.1 NA
Ccdc92 3.70 0.027 protein_coding ENSMUSG00000037979.13 215707 Gm17812 -2.84 0.022 processed_pseudogene  ENSMUSG00000108125.1 NA
Prkd1 3.46 0.027 protein_coding ENSMUSG00000002688.7 18760 Gm43611 -2.82 0.026 TEC ENSMUSG00000106030.1 NA
Gm26736 3.39 0.048 TEC ENSMUSG00000097464.1 NA Gm15890 -2.80 0.044 antisense ENSMUSG00000090105.2 NA
Clecde 3.31 0.033 protein_coding ENSMUSG00000030142.10 56619 Gm23084 -2.75 0.037 rRNA ENSMUSG00000088475.1 NA
Rassf10 328 0.049 protein_coding ENSMUSG00000098132.1 78748 Gm27651 -2.73 0.030 misc_RNA ENSMUSG00000098755.1 NA
Sapcdl 3.27 0.037 protein_coding ENSMUSG00000036185.9 78376 Gm17024 -2.72 0.031 antisense ENSMUSG00000090582.1 NA
Scn8a 3.25 0.027 protein_coding ENSMUSG00000023033.14 20273 Lcor -2.64 0.026 protein_coding ENSMUSG00000025019.15 212391
RP23-313J14.7 3.23 0.047 protein_coding ENSMUSG00000110170.1 NA Gsta2 -2.64 0.036 protein_coding ENSMUSG00000057933.10 14858
Gm26797 3.20 0.027 lincRNA ENSMUSG00000097572.1 NA 4933411K16Rik -2.60 0.031 protein_coding ENSMUSG00000090369.3 66765
Collal 3.17 0.037 protein_coding ENSMUSG00000001506.10 12842 Gm26890 -2.50 0.033 lincRNA ENSMUSG00000097246.1 NA
1gkv9-120 3.16 0.030 1G_V_gene ENSMUSG00000094872.1 NA Gm22881 -2.46 0.045 SnoRNA ENSMUSG00000088372.1 115486364
Klrcl 3.10 0.022 protein_coding ENSMUSG00000030167.15 16641 F830016B08Rik -2.43 0.009 protein_coding ENSMUSG00000090942.1 240328
Cxcl2 3.10 0.037 protein_coding ENSMUSG00000058427.10 20310 Pkdrej -2.40 0.033 protein_coding ENSMUSG00000052496.4 18766
1gkv3-12 3.04 0.031 IG_V_gene ENSMUSG00000094117.1 NA A930004J17Rik -2.40 0.022 TEC ENSMUSG00000102602.1 NA
Gm44619 297 0.044 lincRNA ENSMUSG00000109141.1 NA Gm38394 -2.37 0.040 protein_coding ENSMUSG00000094410.7 667118
Destl 291 0.031 protein_coding ENSMUSG00000042672.15 NA Dnajb3 -2.28 0.043 protein_coding ENSMUSG00000081984.3 15504
Gnail 2.90 0.033 protein_coding ENSMUSG00000057614.6 14677 Gm38077 -2.24 0.031 TEC ENSMUSG00000104344.1 NA
Ighv8-8 2.89 0.023 IG_V_gene ENSMUSG00000104452.1 NA Gm20274 -2.23 0.033 sense_intronic ENSMUSG00000108551.1 NA
Cyp4al2b 2.88 0.043 protein_coding ENSMUSG00000078597.2 13118 2610306010Rik -2.17 0.023 TEC ENSMUSG00000108614.1 NA
Anks6 2.88 0.026 protein_coding ENSMUSG00000066191.11 75691 RP24-464B16.1 -2.15 0.037 TEC ENSMUSG00000109836.1 NA
Fam83a 2.86 0.030 protein_coding ENSMUSG00000051225.9 239463 Ccdc74a -2.07 0.034 protein_coding ENSMUSG00000041617.10 72315
1700112E06Rik 2.75 0.036 protein_coding ENSMUSG00000063458.12 76633 Hipk2 -2.05 0.003 protein_coding ENSMUSG00000061436.15 15258
Gm10916 2.68 0.049 processed_pseudogene ENSMUSG00000078125.2 NA Gm20476 -2.04 0.029 antisense ENSMUSG00000092364.2 NA
Cd207 2.67 0.044 protein_coding ENSMUSG00000034783.7 246278 Uckllos -2.02 0.046 antisense ENSMUSG00000010492.10 100271841
Gm15922 265 0.049 polymorphic_pseudogene ENSMUSG00000081665.2 18722 RP23-466C10.2 -2.00 0.033 TEC ENSMUSG00000110397.1 NA
Tmem40 2.62 0.027 protein_coding ENSMUSG00000059900.14 94346 Gm3807 -1.94 0.049 TEC ENSMUSG00000102881.1 NA
8030453022Rik 2.58 0.039 processed_transcript ENSMUSG00000085058.2 77209 Zfp871 -1.80 0.015 protein_coding ENSMUSG00000024298.14 208292
Scubel 2.53 0.026 protein_coding ENSMUSG00000016763.14 64706 Tmem253 -1.74 0.031 protein_coding ENSMUSG00000072571.2 619301
Tmem119 251 0.039 protein_coding ENSMUSG00000054675.5 231633 Lmbrd2 -1.74 0.015 protein_coding ENSMUSG00000039704.6 320506
H2-M2 243 0.035 protein_coding ENSMUSG00000016283.13 14990 Srcap -1.74 0.021 protein_coding ENSMUSG00000053877.12 100043597
Rpl36a-psl 2.39 0.044 processed_pseudogene ENSMUSG00000060377.3 NA Sogal -1.73 0.045 protein_coding ENSMUSG00000055485.6 320706
Fkbp10 2.37 0.033 protein_coding ENSMUSG00000001555.10 14230 Mir1968 -1.62 0.048 miRNA ENSMUSG00000088054.1 100316713
Aebpl 2.34 0.022 protein_coding ENSMUSG00000020473.13 11568 RP24-252B21.3 -1.58 0.034 TEC ENSMUSG00000108825.1 NA
B430212C06Rik 227 0.044 processed_transcript ENSMUSG00000046415.11 338360 Gm43481 -1.56 0.026 TEC ENSMUSG00000107000.1 NA
Fgdl 2.16 0.037 protein_coding ENSMUSG00000025265.14 14163 9030616G12Rik -1.55 0.031 lincRNA ENSMUSG00000097691.1 77699
Fhdcl 2.16 0.033 protein_coding ENSMUSG00000041842.15 229474 1700109HO08Rik -1.55 0.027 protein_coding ENSMUSG00000008307.11 77036
S100a11 211 0.042 protein_coding ENSMUSG00000027907.4 20195 RP24-286J21.7 -1.52 0.026 lincRNA ENSMUSG00000110631.1 NA
Lgals3 2.09 0.044 protein_coding ENSMUSG00000050335.16 16854 Gprl7 -1.50 0.045 protein_coding ENSMUSG00000052229.5 574402
Col6a2 2.09 0.037 protein_coding ENSMUSG00000020241.13 12834 Trim80 -1.48 0.027 protein_coding ENSMUSG00000070332.4 432613
Col5a2 2.07 0.015 protein_coding ENSMUSG00000026042.16 12832 Cep85l -1.39 0.032 protein_coding ENSMUSG00000038594.8 100038725
Fndc10 2.06 0.045 protein_coding ENSMUSG00000074738.2 230991 Foxn3 -1.38 0.027 protein_coding ENSMUSG00000033713.11 71375
Colla2 2.03 0.048 protein_coding ENSMUSG00000029661.16 12843 D330041H03Rik -1.34 0.044 processed_transcript  ENSMUSG00000073437.10 654822
Pf4 1.99 0.028 protein_coding ENSMUSG00000029373.7 56744 Gm13021 -1.34 0.034 lincRNA ENSMUSG00000086437.2 102637389
Cypl7al 1.95 0.029 protein_coding ENSMUSG00000003555.7 13074 Pdpr -1.34 0.016 protein_coding ENSMUSG00000033624.10 319518
Adapl 1.93 0.023 protein_coding ENSMUSG00000056413.16 ~ 231821 Lnpep -1.31 0.042 protein_coding ENSMUSG00000023845.6 240028
Col4a5 1.89 0.042 protein_coding ENSMUSG00000031274.16 12830 Nr2c2 -1.28 0.049 protein_coding ENSMUSG00000005893.14 22026
Dzipll 1.88 0.041 protein_coding ENSMUSG00000037784.14 72507 Prdm10 -1.26 0.044 protein_coding ENSMUSG00000042496.17 382066
Adamts5 1.81 0.031 protein_coding ENSMUSG00000022894.5 23794 A330023F24Rik -1.25 0.037 processed_transcript  ENSMUSG00000096929.7 NA
Gpx3 1.81 0.009 protein_coding ENSMUSG00000018339.11 14778 Gm3336 -1.20 0.035 protein_coding ENSMUSG00000095026.2 100502950
Htral 1.78 0.030 protein_coding ENSMUSG00000006205.13 56213 Lritl -1.15 0.049 protein_coding ENSMUSG00000041044.9 239037
Cd63 1.74 0.030 protein_coding ENSMUSG00000025351.13 12512 Exph5 -1.14 0.031 protein_coding ENSMUSG00000034584.3 320051
Ezr 1.74 0.026 protein_coding ENSMUSG00000052397.8 22350 KlhI3 -1.12 0.027 protein_coding ENSMUSG00000014164.14 100503085
4632428C04Rik 1.72 0.035 lincRNA ENSMUSG00000097184.1 100043102 Ccl25 -1.10 0.022 protein_coding ENSMUSG00000023235.14 20300
Cx3cll 172 0.044 protein_coding ENSMUSG00000031778.13 20312 KIf12 -1.09 0.033 protein_coding ENSMUSG00000072294.4 16597
Npdcl 1.72 0.033 protein_coding ENSMUSG00000015094.16 18146 Malatl -1.06 0.036 lincRNA ENSMUSG00000092341.2 72289
Col6al 1.70 0.029 protein_coding ENSMUSG00000001119.7 12833 Cep97 -1.04 0.036 protein_coding ENSMUSG00000022604.18 74201
Col3al 1.67 0.037 protein_coding ENSMUSG00000026043.18 12825 Ubr4 -1.04 0.003 protein_coding ENSMUSG00000066036.14 69116
Ttbkl 1.65 0.015 protein_coding ENSMUSG00000015599.8 106763 Kmt2a -1.03 0.022 protein_coding ENSMUSG00000002028.12 214162
LoxI2 1.62 0.043 protein_coding ENSMUSG00000034205.16 94352 Atm -1.03 0.031 protein_coding ENSMUSG00000034218.15 11920
Prrx1 1.59 0.042 protein_coding ENSMUSG00000026586.16 18933 Snedl -0.97 0.015 protein_coding ENSMUSG00000047793.13 208777
Slc35f2 1.58 0.023 protein_coding ENSMUSG00000042195.8 72022 Gprin3 -0.96 0.044 protein_coding ENSMUSG00000045441.5 NA
Fofrl 1.55 0.035 protein_coding ENSMUSG00000031565.18 14182 Abcab -0.94 0.009 protein_coding ENSMUSG00000044749.13 76184
Ptk7 1.53 0.027 protein_coding ENSMUSG00000023972.9 71461 Alcf -0.93 0.027 protein_coding ENSMUSG00000052595.6 69865
Tnfrsf23 1.53 0.037 protein_coding ENSMUSG00000037613.16 79201 9030622022Rik -0.92 0.030 lincRNA ENSMUSG00000086141.7 NA
Ifit2 1.50 0.036 protein_coding ENSMUSG00000045932.12 15958 Zc3hlla -0.92 0.030 protein_coding ENSMUSG00000102976.5 70579
Arhgap10 1.50 0.037 protein_coding ENSMUSG00000037148.8 78514 Usf3 -0.89 0.011 protein_coding ENSMUSG00000068284.14 207806
Ifi2712b 1.48 0.046 protein_coding ENSMUSG00000021208.9 217845 Rad5412 -0.87 0.037 protein_coding ENSMUSG00000040661.6 81000
Sirpa 1.48 0.041 protein_coding ENSMUSG00000037902.18 19261 Ppara -0.87 0.034 protein_coding ENSMUSG00000022383.13 19013
Atp8b2 1.46 0.036 protein_coding ENSMUSG00000060671.12 54667 Bthd7 -0.86 0.049 protein_coding ENSMUSG00000041702.6 238386
Vim 1.45 0.031 protein_coding ENSMUSG00000026728.9 22352 Adh7 -0.84 0.029 protein_coding ENSMUSG00000055301.8 11529
Sepnl 1.45 0.027 protein_coding ENSMUSG00000050989.9 74777 5031425E22Rik -0.84 0.026 lincRNA ENSMUSG00000073147.3 269630
Mmp2 1.43 0.044 protein_coding ENSMUSG00000031740.8 17390 Herc2 -0.83 0.011 protein_coding ENSMUSG00000030451.15 15204
Serpinb6b 1.43 0.042 protein_coding ENSMUSG00000042842.10 20708 Ahctfl -0.83 0.040 protein_coding ENSMUSG00000026491.13 226747
Mx1 1.43 0.040 protein_coding ENSMUSG00000000386.14 NA Ago2 -0.82 0.022 protein_coding ENSMUSG00000036698.10 239528
Entpd2 1.43 0.027 protein_coding ENSMUSG00000015085.8 12496 Rbm33 -0.80 0.031 protein_coding ENSMUSG00000048271.14 381626
Ddrl 1.40 0.030 protein_coding ENSMUSG00000003534.17 12305 Pik3c2a -0.80 0.046 protein_coding ENSMUSG00000030660.9 18704
Hlcs 1.38 0.022 protein_coding ENSMUSG00000040820.15 110948 Syne2 -0.79 0.026 protein_coding ENSMUSG00000063450.14 319565
Voppl 137 0.031 protein_coding ENSMUSG00000037788.14 232023 Pkd1 -0.78 0.025 protein_coding ENSMUSG00000032855.5 18763
OlfmI3 1.33 0.031 protein_coding ENSMUSG00000027848.12 99543 Ptprd -0.78 0.023 protein_coding ENSMUSG00000028399.18 19266
Pdlim2 1.32 0.026 protein_coding ENSMUSG00000022090.10 213019 Mdnl -0.77 0.023 protein_coding ENSMUSG00000058006.12 100019
Ccdc80 1.32 0.030 protein_coding ENSMUSG00000022665.14 67896 Ubr2 -0.75 0.042 protein_coding ENSMUSG00000023977.14 224826
Tmsb10 131 0.041 protein_coding ENSMUSG00000079523.8 19240 Gm15800 -0.75 0.009 protein_coding ENSMUSG00000042744.16 269700
Agap2 131 0.035 protein_coding ENSMUSG00000025422.8 216439 Abl2 -0.73 0.031 protein_coding ENSMUSG00000026596.13 11352
Cd74 1.29 0.043 protein_coding ENSMUSG00000024610.14 16149 Zfp235 -0.73 0.043 protein_coding ENSMUSG00000047603.9 56525
Ugtla9 1.27 0.040 protein_coding ENSMUSG00000090175.1 394434 Abcc2 -0.72 0.023 protein_coding ENSMUSG00000025194.5 12780
Gm12166 127 0.026 protein_coding ENSMUSG00000069899.3 NA Yodl -0.71 0.049 protein_coding ENSMUSG00000046404.5 226418
Itih5 1.25 0.049 protein_coding ENSMUSG00000025780.7 209378 Tet3 -0.70 0.037 protein_coding ENSMUSG00000034832.15 194388
Gm26719 1.24 0.044 lincRNA ENSMUSG00000097364.1 NA Pou2fl -0.70 0.049 protein_coding ENSMUSG00000026565.18 18986
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0.026
0.033
0.009
0.021
0.031
0.033
0.031
0.026
0.009
0.027
0.024
0.035
0.046
0.023
0.023
0.035
0.028
0.027
0.032
0.022
0.042
0.049
0.023
0.033
0.032
0.040
0.044
0.036
0.031
0.047
0.026
0.041
0.037
0.033
0.023
0.046
0.026

protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding

ENSMUSG00000028842.15
ENSMUSG00000020640.9
ENSMUSG00000030313.15
ENSMUSG00000025558.16
ENSMUSG00000039745.8
ENSMUSG00000047888.9
ENSMUSG00000004221.16
ENSMUSG00000022419.15
ENSMUSG00000020220.16
ENSMUSG00000029556.12
ENSMUSG00000038766.16
ENSMUSG00000039218.16
ENSMUSG00000022708.16
ENSMUSG00000038538.17
ENSMUSG00000048154.16
ENSMUSG00000009575.14
ENSMUSG00000056342.16
ENSMUSG00000078671.11
ENSMUSG00000022401.11
ENSMUSG00000038056.15
ENSMUSG00000039990.16
ENSMUSG00000014496.7
ENSMUSG00000041161.8
ENSMUSG00000043940.15
ENSMUSG00000030655.15
ENSMUSG00000063077.14
ENSMUSG00000029505.17
ENSMUSG00000044950.7
ENSMUSG00000015597.16
ENSMUSG00000030834.7
ENSMUSG00000058793.14
ENSMUSG00000018707.13
ENSMUSG00000037857.16
ENSMUSG00000019820.9
ENSMUSG00000040761.16
ENSMUSG00000045482.16
ENSMUSG00000024383.8
ENSMUSG00000022141.6
ENSMUSG00000070733.13
ENSMUSG00000055296.14
ENSMUSG00000038745.15
ENSMUSG00000031229.16
ENSMUSG00000032525.14
ENSMUSG00000060657.7
ENSMUSG00000021413.8
ENSMUSG00000040225.15
ENSMUSG00000026436.15
ENSMUSG00000033671.18
ENSMUSG00000024276.6
ENSMUSG00000034158.9
ENSMUSG00000038664.16
ENSMUSG00000038002.8
ENSMUSG00000005483.10
ENSMUSG00000004748.5
ENSMUSG00000031540.13
ENSMUSG00000042790.15
ENSMUSG00000037487.6
ENSMUSG00000028649.17
ENSMUSG00000024073.14
ENSMUSG00000030002.15
ENSMUSG00000050229.3
ENSMUSG00000033004.14
ENSMUSG00000028572.13
ENSMUSG00000037110.19
ENSMUSG00000038914.15

214150
20403
320560
105445
53415
213988
16151
97998
230895
21405
213054
75956
56490
320538
381022
12419
17847
244059
321003
231051
214764
105522
73162
72145
233789
16561
75560
70802
57908
27421
110911
13424
68564
22288
56381
100683
26405
71175
72313
242474
101613
22589
18087
223989
19134
226562
13714
74081
69256
320184
235439
57354
81489
67900
244349
235315
70790
11426
12211
72102
67556
105689
77963
241694
23856
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