
Supplementary Materials for
The structure of DarB in complex with RelNTD reveals nonribosomal 

activation of Rel stringent factors

Andres Ainelo et al.

Corresponding author: Vasili Hauryliuk, vasili.hauryliuk@med.lu.se; Abel Garcia-Pino, abel.garcia.pino@ulb.be

Sci. Adv. 9, eade4077 (2023)
DOI: 10.1126/sciadv.ade4077

The PDF file includes:

Figs. S1 to S5 
Tables S1 to S3 
PDB validation files 
Data S1
Legends for data S2 and S3 

Other Supplementary Material for this manuscript includes the following:

Data S2 and S3



Supplementary Figures 

Fig. S1. 
Structural features of B. subtilis RelBsNTD in the DarB2RelBsNTD2 complex. (a) Analysis of the 
packing of the asymmetric unit content (red and blue RelBsNTD; pink and yellow DarB) and 
symmetry-related partners (in green) of the DarB2RelBsNTD2 complex. The RelBsNTD monomer in 
the resting state (in blue) is highlighted by a blue dashed line and the RelBsNTD monomer in the 
open state (in dark red, more loosely packed) is highlighted by a dark red dashed line. 
Comparison of the structure of RelBsNTD in the DarB2RelBsNTD2 complex with T. thermophilus 
RelTtNTD. (b) SYNTH-primed (PDB ID 6S2U) and (c) resting (PDB ID 6S2V) states of RelTtNTD. 
(d) Binding of pppGpp to the RelBsNTD2:DarB2 complex monitored by ITC. (e) Topological
representation of DarB with the individual CBS domains coloured in pink and dark violet and the
nucleotide binding site outlined by a dashed black line. The αββα Bateman modules that define
each CBS domain are shaded in light blue and pink.





Fig. S2. 
Conservation of the amino acid involved in the complex formation between DarB and Rel. 
(a) Representative DarB sequences are aligned with homologous eukaryotic CBS domains, the
red dots are marking the Rel - DarB interface while red shadings highlight the c-di-AMP – DarB
interface. (b) Sequence alignment of representatives Rel, RelA and SpoT long RSH enzymes.
The SYNTH domain region is highlighted by a thick black line and the sequences corresponding
to monofunctional RelA enzymes are boxed in black. The 278CYA280 interface motif of
L. monocytogenes Rel is shown with (*) and the sequences of α13 and β3 are highlighted with a
blue shadow.



Fig. S3. 
c-di-AMP-induced allosteric rearrangements of the DarB dimer preclude the binding to
RelBs. (a) Analysis of the structural effect of the binding of c-di-AMP on the symmetry of the
DarB dimer. Molecular details of the c-di-AMP interactions are shown in the panel to the right.
(b) Details of the movement of α1 that underlies the allosteric rearrangement induced by c-di-
AMP. The conformation of DarB in the complex with RelBsNTD is shown in pink and in the
complex with c-di-AMP is shown in dark magenta, RelBsNTD SYNTH is in yellow. (c) Deviation
of the DarB dimers in different states vs the ideal symmetry.



Fig. S4. 
Conservation of the amino acid residues altered in DarB-suppressing mutants. (a) 
Superposition of L. monocytogenes CBP (PDB ID 6xnv), coloured in blue on B. subtilis DarB 
(this work) coloured according to Fig. 4f. (b) Detail of the conservation of B. subtilis DarB α1 
residues (and their L. monocytogenes counterpart) involved in the binding to Rel. The residues 
that when substituted in L. monocytogenes CBP suppressed the interaction with Rel (Peterson 
et al. 2020 (30)) are shown in bold. 



Fig. S5. 
Different conformations of B. subtilis RelBs. Comparison of B. subtilis RelBsNTD in the 
DarB2RelBsNTD2 complex (coloured as in Fig. 2 with the HD domain in blue and the SYNTH 
domain in yellow) with that of the crystallisation dimer of B. subtilis RelBsΔZFDΔRRM observed in 
6YXA (coloured in dark green and light green). The incompatibility between these states 
becomes apparent from the comparison, with the TGS and helical domains of the crystallisation 
dimer protruding through DarB (in pink and lilac). 



Supplementary Tables 

Table S1. 
Supplementary Table S1. Isothermal Titration Calorimetry (ITC) parameters. 
Experimentally determined binding thermodynamic parameters resulting from ITC 
measurements. 

Titrations KD 
(μM) 

ΔH 
(kcal/mol) 

-TΔS
(kcal/mol)

ΔG 
(kcal/mol) 

c-di-AMP into DarB 0.0457 -11.1 1.3 -9.8
DarB into RelBsNTD 1.4 5.3 -13.1 -7.8
DarB-c-di-AMP into RelBsNTD – – – – 
DarB into RelBsNTD_Y279A 4.0 3.3 -10.5 -7.2
DarB into RelBsNTD_K290G 45.1 1.1 -6.9 -5.8
DarB_E34R into RelBsNTD 10.6 3.2 -9.9 -6.7
DarB_E74G R75G into RelBsNTD 8.9 3.4 -10.3 -6.9
APCPP into RelBsNTD – – – – 
APCPP into RelBsNTD-DarB 115.4 -2.2 -3.1 -5.3
pppGpp into RelBsNTD-DarB 8.2 -6.9 0.1 -6.8



Table S2. 
Supplementary Table S2. X-ray data collection and processing. 
The CC1/2 criterion was used to determine the resolution range. Values for the outer shell are 
given in parentheses. 

Sample DarB-c-di-AMP 
complex RelBsNTD-DarB complex 

Diffraction source Soleil PX2 Soleil PX2 
Wavelength (Å) 0.9801 0.9801 
Temperature (K) 100 100 
Detector Eiger-X 16M Eiger-X 16M 
Crystal-detector distance (mm) 200.0 250.1 
Rotation range per image (°) 0.1 0.1 
Exposure time per image (s) 0.004 0.004 
Space group P212121 P212121 
a, b, c (Å)  105.6 42.3 65.0 94.4, 98.1, 126.8 
α, β, γ (°)  90.0, 90.0, 90.0 90.0, 90.0, 90.0 
Mosaicity (°)  0.20 0.20 
Resolution range (Å) 52.81 – 1.52 (1.57 – 1.52) 77.60 – 2.97 (3.08 – 2.97) 
Total No. of reflections 294714 (3410) 452386 (23845) 
No. of unique reflections 40317 (998) 22489, (1023) 
Completeness (ellipsoidal %) 88.0 (45.0) 095.0 (76.9) 
Redundancy 7.3 (3.4) 20.1 (23.3) 
〈I/σ(I)〉 19.2 (2.3) 11.1 (1.1) 
CC1/2 0.999 (0.826) 0.998 (0.387) 
Rpim  0.021 (0.251) 0.061 (0.851) 
Overall B factor / Wilson plot (Å2) 16.6 81.4 
R-factor (%) 17.4 26.4 
Rfree-factor (%) 19.4 31.9 
Ramachandran profile (%) 
Core 98.9 97.6 
Allowed 1.1 2.4 
Outliers 0.0 0.0 
R.m.s. deviations
Bond lengths (Å) 0.006 0.003 
Bond angles (o) 0.86 0.63 
Number of atoms 2550 7223 
Macromolecules 2191 7179 
Solvent 271 42 
Other 88 2 
B-factors (Å2)
All atoms 22.7 88.2 

Macromolecules 22.0 88.2 

Solvent atoms 30.9 76.5 
Other atoms 15.6 107.4 
PDB ID 8AD6 8ACU 



Table S3. 
Supplementary Table S3. Strains and plasmids used in this study. 

Plasmids Description Reference 
pET24d-His10-SUMO kmR Expression vector for 

SUMO-tagged protein 
Laboratory stock 

pET24d-His10-SUMO-DarB 
kmR (VHP731) 

Expression vector for 
SUMO-tagged wt B. subtilis 
DarB 

This study 

pET24d-His10-SUMO-
E36EDarB kmR (VHP1224) 

Expression vector for 
SUMO-tagged E36R-
subsituted B. subtilis DarB 

This study 

pET24d-His10-SUMO-rel 
kmR (VHP186) 

Expression vector for 
SUMO-tagged B. subtilis 
Rel 

(Takada et al., 2020a) (34) 

Strains 
E. coli BL21 DE3 B F– ompT gal dcm lon 

hsdSB(rB–mB–) λ(DE3 [lacI 
lacUV5-T7p07 ind1 sam7 
nin5]) [malB+]K-12(λS)  

Laboratory stock 
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WP_137605161.1_MULTISPECIES_CBS_domain-containing_protein_Enterococcus

WP_134711322.1_CBS_domain-containing_protein_Helcococcus_ovis

UniRef90_A0A0Q3QMG7_1_147/1-147_CBS_domain-containing_protein_n_4_Tax_Bacillaceae_TaxID_186817_RepID_A0A0Q3QMG7_9BACI_E_val_9.9e-55

WP_036077510.1_CBS_domain-containing_protein_Listeria_cornellensis

UniRef90_UPI000F7B8302_4_140/1-137_CBS_domain-containing_protein_n_1_Tax_Lapidilactobacillus_achengensis_TaxID_2486000_RepID_UPI_E_val_4.4e-22

WP_035452691.1_CBS_domain-containing_protein_Agrilactobacillus_composti

WP_123315469.1_CBS_domain-containing_protein_Ornithinibacillus_gellani

WP_200772542.1_CBS_domain-containing_protein_Streptococcus_lactarius

WP_000623572.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_069697550.1_CBS_domain-containing_protein_Enterococcus_rivorum

UniRef90_UPI000A1C7C3E_1_143/1-143_CBS_domain-containing_protein_n_2_Tax_Thalassobacillus_devorans_TaxID_279813_RepID_UPI000A1C7_E_val_4.5e-41

WP_143457041.1_CBS_domain-containing_protein_Kroppenstedtia_eburnea

WP_208651856.1_CBS_domain-containing_protein_Ureibacillus_thermophilus

WP_036172094.1_MULTISPECIES_CBS_domain-containing_protein_Bacillales

WP_121522766.1_CBS_domain-containing_protein_Oceanobacillus_piezotolerans

WP_137642081.1_CBS_domain-containing_protein_Lactiplantibacillus_modestisalitolerans

WP_153791162.1_CBS_domain-containing_protein_Gracilibacillus_salitolerans

WP_057863817.1_CBS_domain-containing_protein_Lentilactobacillus_diolivorans

WP_068455261.1_MULTISPECIES_CBS_domain-containing_protein_Kurthia

WP_051748077.1_CBS_domain-containing_protein_Terribacillus_goriensis

WP_017471732.1_CBS_domain-containing_protein_Amphibacillus_jilinensis

WP_091610168.1_CBS_domain-containing_protein_Marinococcus_luteus

WP_153735487.1_CBS_domain-containing_protein_Aquibacillus_halophilus

WP_050181587.1_CBS_domain-containing_protein_Domibacillus_robiginosus

WP_010772589.1_CBS_domain-containing_protein_Enterococcus_caccae

WP_103241763.1_CBS_domain-containing_protein_Acetatifactor_muris

WP_047942983.1_CBS_domain-containing_protein_Niallia_circulans

WP_121682760.1_CBS_domain-containing_protein_Falsibacillus_albus

WP_163252785.1_CBS_domain-containing_protein_Neobacillus_thermocopriae

WP_138752540.1_CBS_domain-containing_protein_Paenibacillus_sinopodophylli

WP_091775180.1_CBS_domain-containing_protein_Piscibacillus_halophilus

UniRef90_A0A3L7JKE9_1_144/1-144_CBS_domain-containing_protein_n_1_Tax_Falsibacillus_albus_TaxID_2478915_RepID_A0A3L7JKE9_9BACI_E_val_5e-49

WP_125573437.1_CBS_domain-containing_protein_Levilactobacillus_huananensis

WP_117647547.1_CBS_domain-containing_protein_Streptococcus_vestibularis

WP_204518276.1_CBS_domain-containing_protein_Brevibacillus_fulvus

WP_044566295.1_CBS_domain-containing_protein_Anaerococcus_provencensis

WP_093071623.1_MULTISPECIES_CBS_domain-containing_protein_Salisediminibacterium

WP_091529067.1_CBS_domain-containing_protein_Alkalibacterium_subtropicum
UniRef90_A0A1H7SHR7_16_141/1-126_CBS_domain-containing_protein_n_1_Tax_Alkalibacterium_putridalgicola_TaxID_426703_RepID_A0A1H7SH_E_val_4.3e-17

WP_231790121.1_CBS_domain-containing_protein_Metabacillus_kandeliae

WP_011246599.1_MULTISPECIES_CBS_domain-containing_protein_Alkalihalobacillus

WP_102271622.1_CBS_domain-containing_protein_Bacillus_massiliigabonensis

WP_010767601.1_CBS_domain-containing_protein_Enterococcus_phoeniculicola

WP_090241052.1_CBS_domain-containing_protein_Lentibacillus_halodurans

UniRef90_Q9KCT7_7_142/1-136_BH1482_protein_n_2_Tax_Alkalihalobacillus_halodurans_TaxID_86665_RepID_Q9KCT7_ALKHC_E_val_2e-28

WP_040287006.1_CBS_domain-containing_protein_Sporosarcina_koreensis

WP_206655391.1_CBS_domain-containing_protein_Alicyclobacillus_mengziensis

WP_022529122.1_CBS_domain-containing_protein_Schleiferilactobacillus_shenzhenensis

WP_125708308.1_CBS_domain-containing_protein_Lacticaseibacillus_porcinae

WP_087973085.1_CBS_domain-containing_protein_Oceanobacillus_rekensis

WP_010897647.1_CBS_domain-containing_protein_Halalkalibacterium_halodurans

WP_173104149.1_CBS_domain-containing_protein_Enterococcus_saigonensis

WP_062322944.1_MULTISPECIES_CBS_domain-containing_protein_Halolactibacillus

WP_036096201.1_CBS_domain-containing_protein_Listeria_floridensis

UniRef90_A0A6M0P237_1_146/1-146_CBS_domain-containing_protein_n_1_Tax_Weizmannia_ginsengihumi_TaxID_363870_RepID_A0A6M0P237_9BAC_E_val_2e-49

WP_164669190.1_CBS_domain-containing_protein_Virgibacillus_doumboii

WP_017868559.1_CBS_domain-containing_protein_Ligilactobacillus_pobuzihii

WP_000623575.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_108669874.1_CBS_domain-containing_protein_Peribacillus_acanthi

WP_107582913.1_CBS_domain-containing_protein_Alkalicoccus_saliphilus

WP_122922330.1_CBS_domain-containing_protein_Brevibacillus_nitrificans

UniRef90_S2XQ08_1_145/1-145_CBS_domain-containing_protein_n_4_Tax_Paenisporosarcina_TaxID_651660_RepID_S2XQ08_9BACL_E_val_2e-46

WP_004827365.1_CBS_domain-containing_protein_Anaerococcus_lactolyticus

UniRef90_UPI001CD73B57_1_142/1-142_CBS_domain-containing_protein_n_1_Tax_Rossellomorea_aquimaris_TaxID_189382_RepID_UPI001CD73B5_E_val_5.6e-44

WP_075036470.1_CBS_domain-containing_protein_Halobacillus_dabanensis

WP_176391815.1_CBS_domain-containing_protein_Marininema_halotolerans

WP_077622180.1_CBS_domain-containing_protein_Sediminibacillus_massiliensis

WP_115822222.1_CBS_domain-containing_protein_Halobacillus_trueperi

WP_014092432.1_CBS_domain-containing_protein_Listeria_ivanovii

WP_188736351.1_CBS_domain-containing_protein_Oceanobacillus_neutriphilus

WP_112223007.1_CBS_domain-containing_protein_Planococcus_halotolerans

WP_209461486.1_CBS_domain-containing_protein_Virgibacillus_natechei

WP_129726954.1_CBS_domain-containing_protein_Ectobacillus_funiculus

WP_078755795.1_CBS_domain-containing_protein_Globicatella_sulfidifaciens

UniRef90_UPI0016660CBF_2_141/1-140_CBS_domain-containing_protein_n_1_Tax_Virgibacillus_oceani_TaxID_1479511_RepID_UPI0016660CBF_E_val_7e-41

UniRef90_UPI00168C0783_1_144/1-144_CBS_domain-containing_protein_n_1_Tax_Peribacillus_faecalis_TaxID_2772559_RepID_UPI00168C0783_E_val_2.5e-43

WP_035102109.1_CBS_domain-containing_protein_Aneurinibacillus_terranovensis

UniRef90_A0A024QE78_3_144/1-142_CBS_domain-containing_protein_YkuL_n_1_Tax_Virgibacillus_massiliensis_TaxID_1462526_RepID_A0A024_E_val_8.7e-43

WP_074734124.1_CBS_domain-containing_protein_Halobacillus_karajensis

WP_125071622.1_CBS_domain-containing_protein_Lactiplantibacillus_garii

WP_062710158.1_CBS_domain-containing_protein_Streptococcus_halotolerans

UniRef90_A0A4Y9AJ88_3_141/1-139_CBS_domain-containing_protein_n_2_Tax_Lentibacillus_TaxID_175304_RepID_A0A4Y9AJ88_9BACI_E_val_2.8e-38

WP_108306221.1_CBS_domain-containing_protein_Metalysinibacillus_jejuensis

WP_057985639.1_CBS_domain-containing_protein_Solibacillus_cecembensis

WP_091482278.1_CBS_domain-containing_protein_Alkalibacterium_pelagium

WP_125562209.1_CBS_domain-containing_protein_Salibacterium_salarium

WP_208927746.1_CBS_domain-containing_protein_Enterococcus_rotai

WP_066413683.1_CBS_domain-containing_protein_Sutcliffiella_cohnii

WP_036155861.1_CBS_domain-containing_protein_Lysinibacillus_odysseyi

WP_188391155.1_CBS_domain-containing_protein_Compostibacillus_humi

UniRef90_W7BMZ2_3_144/1-142_CBS_domain-containing_protein_n_4_Tax_Listeria_TaxID_1637_RepID_W7BMZ2_9LIST_E_val_1.4e-37

WP_011230548.1_MULTISPECIES_CBS_domain-containing_protein_Geobacillus

WP_077617658.1_CBS_domain-containing_protein_Bacillus_sinesaloumensis

WP_019417983.1_MULTISPECIES_CBS_domain-containing_protein_Anoxybacillus

WP_004265018.1_CBS_domain-containing_protein_Latilactobacillus_curvatus

WP_034528027.1_CBS_domain-containing_protein_Secundilactobacillus_oryzae

WP_072891051.1_cyclic_di-AMP_binding_protein_CbpA_Ornithinibacillus_halophilus

WP_091483999.1_CBS_domain-containing_protein_Gracilibacillus_orientalis

WP_161919932.1_CBS_domain-containing_protein_Caldibacillus_pasinlerensis

WP_091487435.1_CBS_domain-containing_protein_Alkalibacterium_putridalgicola

WP_226518252.1_CBS_domain-containing_protein_Bacillus_shivajii

UniRef90_A0A2V3W586_7_142/1-136_CBS_domain_protein_n_2_Tax_Pseudogracilibacillus_auburnensis_TaxID_1494959_RepID_A0A2V3W586_9BAC_E_val_2e-32

WP_004051673.1_CBS_domain-containing_protein_Ligilactobacillus_murinus

WP_115270732.1_CBS_domain-containing_protein_Streptococcus_hyointestinalis

WP_209627906.1_CBS_domain-containing_protein_Streptococcus_oricebi

WP_204418587.1_CBS_domain-containing_protein_Bacillus_tianshenii

WP_046525927.1_CBS_domain-containing_protein_Mesobacillus_campisalis

UniRef90_W7YME9_3_143/1-141_CBS_domain_protein_n_3_Tax_Bacillaceae_TaxID_186817_RepID_W7YME9_9BACI_E_val_1.1e-31

WP_144543079.1_CBS_domain-containing_protein_Cytobacillus_oceanisediminis

WP_063386842.1_MULTISPECIES_CBS_domain-containing_protein_Aeribacillus

WP_166035747.1_CBS_domain-containing_protein_Vagococcus_hydrophili

WP_212780189.1_CBS_domain-containing_protein_Lactobacillus_corticis

WP_122959438.1_CBS_domain-containing_protein_Brevibacillus_centrosporus

WP_092049264.1_CBS_domain-containing_protein_Bhargavaea_ginsengi

WP_086986826.1_CBS_domain-containing_protein_Trichococcus_collinsii

WP_095369694.1_CBS_domain-containing_protein_Cytobacillus_kochii

WP_188366698.1_CBS_domain-containing_protein_Enterococcus_alcedinis

UniRef90_A0A179T0N1_1_147/1-147_CBS_domain-containing_protein_n_3_Tax_Metabacillus_TaxID_2675233_RepID_A0A179T0N1_9BACI_E_val_7.9e-58

WP_054681436.1_CBS_domain-containing_protein_Lactobacillus_acetotolerans

WP_089741991.1_CBS_domain-containing_protein_Gracilibacillus_ureilyticus

WP_127734979.1_MULTISPECIES_CBS_domain-containing_protein_Bacillaceae

WP_021298070.1_CBS_domain-containing_protein_Alicyclobacillus_acidoterrestris

WP_170006821.1_CBS_domain-containing_protein_Bacillus_fonticola

WP_208589405.1_CBS_domain-containing_protein_Gracilibacillus_suaedae

WP_053602636.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_088000162.1_CBS_domain-containing_protein_Gottfriedia_solisilvae

WP_067622734.1_CBS_domain-containing_protein_Alicyclobacillus_acidiphilus

WP_042356408.1_CBS_domain-containing_protein_Bacillus_rubiinfantis

WP_090747716.1_CBS_domain-containing_protein_Mesobacillus_persicus

WP_115750042.1_CBS_domain-containing_protein_Oceanobacillus_chungangensis

WP_034324432.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_054722457.1_CBS_domain-containing_protein_Lacticaseibacillus_nasuensis

WP_124005466.1_CBS_domain-containing_protein_Tetragenococcus_koreensis

WP_002997126.1_MULTISPECIES_CBS_domain-containing_protein_Streptococcus

WP_137629479.1_CBS_domain-containing_protein_Lactiplantibacillus_daowaiensis

WP_019376075.1_CBS_domain-containing_protein_Virgibacillus_halodenitrificans

WP_079480461.1_CBS_domain-containing_protein_Halobacillus_salinus

WP_071457025.1_CBS_domain-containing_protein_Vagococcus_teuberi

WP_154459592.1_CBS_domain-containing_protein_Floccifex_porci

WP_126295552.1_CBS_domain-containing_protein_Lysinibacillus_telephonicus

WP_114743855.1_CBS_domain-containing_protein_Falsibacillus_pallidus

UniRef90_A0A143H971_1_145/1-145_CBS_domain-containing_protein_n_2_Tax_Rummeliibacillus_stabekisii_TaxID_241244_RepID_A0A143H971__E_val_3.9e-44

WP_025731542.1_CBS_domain-containing_protein_Weizmannia_ginsengihumi

WP_057874335.1_CBS_domain-containing_protein_Loigolactobacillus_rennini

WP_153494721.1_CBS_domain-containing_protein_Lactococcus_hircilactis

WP_213123044.1_CBS_domain-containing_protein_Lederbergia_citri

WP_075566236.1_CBS_domain-containing_protein_Streptococcus_timonensis

WP_066084850.1_CBS_domain-containing_protein_Neobacillus_novalis

WP_036072212.1_CBS_domain-containing_protein_Listeria_rocourtiae

WP_053219829.1_CBS_domain-containing_protein_Virgibacillus_senegalensis

WP_020917334.1_CBS_domain-containing_protein_Streptococcus_lutetiensis

UniRef90_A0A268IAB6_1_144/1-144_CBS_domain-containing_protein_n_3_Tax_Bacillaceae_TaxID_186817_RepID_A0A268IAB6_9BACI_E_val_2.2e-42

UniRef90_A0A0R1VPC6_6_145/1-140_CBS_domain_containing_protein_n_21_Tax_Lactobacillus_TaxID_1578_RepID_A0A0R1VPC6_9LACO_E_val_1.6e-20

WP_101352530.1_CBS_domain-containing_protein_Margalitia_camelliae

WP_133332590.1_CBS_domain-containing_protein_Bacillus_salipaludis

WP_002883680.1_MULTISPECIES_CBS_domain-containing_protein_Streptococcus

WP_241152403.1_CBS_domain-containing_protein_Vaginisenegalia_massiliensis

WP_000623570.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_235991821.1_CBS_domain-containing_protein_Metabacillus_schmidteae

WP_029268320.1_CBS_domain-containing_protein_Virgibacillus_alimentarius

WP_125942832.1_CBS_domain-containing_protein_Vagococcus_humatus

UniRef90_A0A0R2CU63_1_145/1-145_CBS_domain-containing_protein_n_1_Tax_Liquorilactobacillus_cacaonum_DSM_21116_TaxID_1423729_RepI_E_val_9.6e-22

WP_246483180.1_CBS_domain-containing_protein_Alkalihalobacillus_gibsonii

WP_204671336.1_CBS_domain-containing_protein_Gracilibacillus_alcaliphilus

UniRef90_W7DC57_2_143/1-142_CBS_domain-containing_protein_n_9_Tax_Listeria_TaxID_1637_RepID_W7DC57_9LIST_E_val_2.8e-39

WP_007894888.1_CBS_domain-containing_protein_Streptococcus_pseudoporcinus

WP_121609423.1_CBS_domain-containing_protein_Mesobacillus_foraminis

UniRef90_UPI000FD7816A_5_142/1-138_CBS_domain-containing_protein_n_1_Tax_Lacticaseibacillus_hulanensis_TaxID_2493111_RepID_UPI00_E_val_4e-19

WP_125607667.1_CBS_domain-containing_protein_Lapidilactobacillus_bayanensis

WP_069715821.1_CBS_domain-containing_protein_Bacillus_solimangrovi

WP_073005413.1_MULTISPECIES_CBS_domain-containing_protein_Virgibacillus

WP_095313491.1_CBS_domain-containing_protein_Robertmurraya_siralis

UniRef90_A0A511Z981_1_143/1-143_CBS_domain-containing_protein_n_3_Tax_Sporosarcina_TaxID_1569_RepID_A0A511Z981_9BACL_E_val_3.2e-42

WP_207981510.1_CBS_domain-containing_protein_Metabacillus_bambusae

WP_167264121.1_CBS_domain-containing_protein_Alkalibacillus_almallahensis

UniRef90_UPI000C9D209B_1_146/1-146_CBS_domain-containing_protein_n_1_Tax_Rummeliibacillus_pycnus_TaxID_101070_RepID_UPI000C9D209_E_val_4.7e-45

WP_227360511.1_CBS_domain-containing_protein_Lentilactobacillus_laojiaonis

WP_092095923.1_MULTISPECIES_CBS_domain-containing_protein_Bhargavaea

WP_066393176.1_CBS_domain-containing_protein_Cytobacillus_eiseniae

WP_005877101.1_MULTISPECIES_CBS_domain-containing_protein_Enterococcus

WP_049680618.1_CBS_domain-containing_protein_Peribacillus_loiseleuriae

WP_108032691.1_CBS_domain-containing_protein_Trichococcus_patagoniensis

WP_188633000.1_CBS_domain-containing_protein_Lentibacillus_kapialis

WP_100330752.1_CBS_domain-containing_protein_Bacillus_xiapuensis

WP_081511895.1_CBS_domain-containing_protein_Ligilactobacillus_salivarius

WP_063731210.1_MULTISPECIES_CBS_domain-containing_protein_Lactiplantibacillus

UniRef90_UPI0009950D09_1_147/1-147_CBS_domain-containing_protein_n_1_Tax_Sutcliffiella_halmapala_TaxID_79882_RepID_UPI0009950D09_E_val_3.3e-54

WP_077325883.1_CBS_domain-containing_protein_Virgibacillus_siamensis

WP_036181939.1_CBS_domain-containing_protein_Ureibacillus_manganicus

WP_035185581.1_MULTISPECIES_CBS_domain-containing_protein_Lactobacillus

UniRef90_UPI00147646F2_1_135/1-135_CBS_domain-containing_protein_n_1_Tax_Bacillus_fonticola_TaxID_2728853_RepID_UPI00147646F2_E_val_1.2e-19

WP_048605179.1_CBS_domain-containing_protein_Enterococcus_massiliensis

WP_090869485.1_CBS_domain-containing_protein_Oceanobacillus_limi

WP_069364768.1_CBS_domain-containing_protein_Salisediminibacterium_beveridgei

WP_089652737.1_CBS_domain-containing_protein_Halobacillus_aidingensis

WP_061776734.1_CBS_domain-containing_protein_Levilactobacillus_senmaizukei

UniRef90_A0A1D8JI67_1_144/1-144_CBS_domain-containing_protein_n_2_Tax_Sporosarcina_TaxID_1569_RepID_A0A1D8JI67_9BACL_E_val_1.3e-36

WP_002173221.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_125757552.1_CBS_domain-containing_protein_Lacticaseibacillus_hegangensis

WP_012657938.1_CBS_domain-containing_protein_Streptococcus_uberis

WP_003350406.1_CBS_domain-containing_protein_Bacillus_methanolicus

WP_010780829.1_MULTISPECIES_CBS_domain-containing_protein_Enterococcus

WP_125585683.1_CBS_domain-containing_protein_Lacticaseibacillus_jixianensis

UniRef90_A0A1Z5IKA9_10_146/1-137_CBS_domain-containing_protein_n_2_Tax_Secundilactobacillus_TaxID_2767892_RepID_A0A1Z5IKA9_9LACO_E_val_1.5e-18

UniRef90_UPI000BB96793_4_144/1-141_CBS_domain-containing_protein_n_1_Tax_Bacillus_sp._FJAT-45350_TaxID_2011014_RepID_UPI000BB967_E_val_8.2e-35

UniRef90_UPI001BC9D8DE_1_145/1-145_CBS_domain-containing_protein_n_2_Tax_Bacillus_TaxID_1386_RepID_UPI001BC9D8DE_E_val_9.3e-45

WP_002894606.1_CBS_domain-containing_protein_Streptococcus_sanguinis

WP_167056901.1_CBS_domain-containing_protein_Paenibacillus_aceris

WP_204547558.1_CBS_domain-containing_protein_Peribacillus_deserti

WP_112180702.1_MULTISPECIES_CBS_domain-containing_protein_Paraliobacillus

WP_007125911.1_CBS_domain-containing_protein_Lactobacillus_ultunensis

WP_204435867.1_CBS_domain-containing_protein_Amphibacillus_cookii

WP_137618701.1_CBS_domain-containing_protein_Enterococcus_xiangfangensis

WP_058384793.1_MULTISPECIES_CBS_domain-containing_protein_Planococcus

WP_136952901.1_CBS_domain-containing_protein_Vagococcus_zengguangii

WP_125576582.1_CBS_domain-containing_protein_Levilactobacillus_angrenensis

WP_155670845.1_CBS_domain-containing_protein_Ornithinibacillus_caprae

WP_025087630.1_CBS_domain-containing_protein_Ligilactobacillus_apodemi

WP_137624809.1_CBS_domain-containing_protein_Lactiplantibacillus_pingfangensis

WP_188656210.1_CBS_domain-containing_protein_Pontibacillus_salipaludis

WP_014643028.1_CBS_domain-containing_protein_Halobacillus_halophilus

WP_133058621.1_CBS_domain-containing_protein_Alkalihalobacillus_urbisdiaboli

WP_008214869.1_CBS_domain-containing_protein_Lentilactobacillus_parafarraginis

WP_068706947.1_CBS_domain-containing_protein_Tetragenococcus_solitarius

WP_065854853.1_CBS_domain-containing_protein_Paenibacillus_pectinilyticus

WP_057742705.1_CBS_domain-containing_protein_Liquorilactobacillus_capillatus

WP_125705372.1_CBS_domain-containing_protein_Lacticaseibacillus_daqingensis

WP_137613830.1_CBS_domain-containing_protein_Enterococcus_viikkiensis

WP_106783909.1_CBS_domain-containing_protein_Lysinibacillus_timonensis

UniRef90_A0A1D2M086_9_141/1-133_CBS_domain-containing_protein_n_2_Tax_Brochothrix_thermosphacta_TaxID_2756_RepID_A0A1D2M086_BROT_E_val_7.8e-26

UniRef90_UPI001290A4AC_1_142/1-142_CBS_domain-containing_protein_n_1_Tax_Bacillus_tepidiphilus_TaxID_2652445_RepID_UPI001290A4AC_E_val_3.4e-50

WP_142826172.1_CBS_domain-containing_protein_Planococcus_soli

WP_050614618.1_CBS_domain-containing_protein_Bacillus_testis

WP_075528573.1_CBS_domain-containing_protein_Sporosarcina_ureilytica

WP_029193810.1_MULTISPECIES_CBS_domain-containing_protein_Paenibacillus

UniRef90_A0A511V831_11_143/1-133_CBS_domain-containing_protein_n_1_Tax_Aneurinibacillus_danicus_TaxID_267746_RepID_A0A511V831_9BA_E_val_3.6e-31

WP_012027618.1_MULTISPECIES_CBS_domain-containing_protein_Streptococcus

WP_200085003.1_CBS_domain-containing_protein_Salicibibacter_cibi

WP_095005740.1_CBS_domain-containing_protein_Enterococcus_canintestini

WP_000623573.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_078434528.1_CBS_domain-containing_protein_Metabacillus_halosaccharovorans

WP_088067842.1_CBS_domain-containing_protein_Gottfriedia_luciferensis

WP_046325724.1_MULTISPECIES_CBS_domain-containing_protein_Lactobacillus

WP_052651020.1_MULTISPECIES_CBS_domain-containing_protein_Planococcus

WP_211741553.1_CBS_domain-containing_protein_Ornithinibacillus_massiliensis

WP_105957780.1_CBS_domain-containing_protein_Alkalicoccus_urumqiensis

WP_078547438.1_CBS_domain-containing_protein_Litchfieldia_alkalitelluris

UniRef90_UPI001AEDDA16_1_147/1-147_CBS_domain-containing_protein_n_1_Tax_Bacillus_sp._REN3_TaxID_2802440_RepID_UPI001AEDDA16_E_val_9e-47

UniRef90_UPI0004E0B797_1_144/1-144_CBS_domain-containing_protein_n_1_Tax_Bacillaceae_TaxID_186817_RepID_UPI0004E0B797_E_val_2.1e-44

UniRef90_UPI0008F96551_6_141/1-136_CBS_domain-containing_protein_n_1_Tax_Bacillus_tuaregi_TaxID_1816695_RepID_UPI0008F96551_E_val_1.6e-42

WP_059102510.1_CBS_domain-containing_protein_Alkalihalobacillus_shacheensis

WP_113805752.1_CBS_domain-containing_protein_Bacillus_taeanensis

WP_072537473.1_CBS_domain-containing_protein_Anaerococcus_mediterraneensis

WP_002358013.1_MULTISPECIES_CBS_domain-containing_protein_Enterococcus

WP_048688305.1_MULTISPECIES_CBS_domain-containing_protein_Streptococcus

WP_078576965.1_CBS_domain-containing_protein_Salipaludibacillus_agaradhaerens

WP_090775540.1_CBS_domain-containing_protein_Alkalihalobacillus_lonarensis

WP_121214114.1_CBS_domain-containing_protein_Lysinibacillus_endophyticus

WP_006831022.1_CBS_domain-containing_protein_Planococcus_antarcticus

WP_051023127.1_CBS_domain-containing_protein_Calidifontibacillus_oryziterrae

WP_202776936.1_CBS_domain-containing_protein_Heyndrickxia_vini

WP_209368481.1_CBS_domain-containing_protein_Sediminibacillus_dalangtanensis

WP_071131718.1_CBS_domain-containing_protein_Enterococcus_timonensis

WP_062445584.1_CBS_domain-containing_protein_Thalassobacillus_devorans

WP_067622122.1_CBS_domain-containing_protein_Enterococcus_pseudoavium

WP_211557653.1_CBS_domain-containing_protein_Metabacillus_flavus

WP_006730814.1_CBS_domain-containing_protein_Lactobacillus_iners

WP_165865451.1_CBS_domain-containing_protein_Vagococcus_bubulae

WP_110936554.1_CBS_domain-containing_protein_Salipaludibacillus_neizhouensis

WP_181519881.1_CBS_domain-containing_protein_Anoxybacillus_kamchatkensis

WP_135782678.1_CBS_domain-containing_protein_Streptococcus_rubneri

WP_078428686.1_CBS_domain-containing_protein_Alkalihalobacterium_alkalinitrilicum

WP_088050012.1_CBS_domain-containing_protein_Virgibacillus_dakarensis

WP_130819846.1_CBS_domain-containing_protein_Anaerococcus_vaginimassiliensis

WP_203646091.1_MULTISPECIES_CBS_domain-containing_protein_Levilactobacillus

UniRef90_A0A4Z0H5D2_1_145/1-145_CBS_domain-containing_protein_n_2_Tax_Halobacillus_TaxID_45667_RepID_A0A4Z0H5D2_9BACI_E_val_3.7e-36

WP_002963285.1_CBS_domain-containing_protein_Streptococcus_sobrinus

UniRef90_UPI000B44FFB4_5_147/1-143_CBS_domain-containing_protein_n_1_Tax_Bacillaceae_TaxID_186817_RepID_UPI000B44FFB4_E_val_1.7e-33

UniRef90_UPI0003F924F5_3_142/1-140_CBS_domain-containing_protein_n_1_Tax_Tuberibacillus_calidus_TaxID_340097_RepID_UPI0003F924F5_E_val_2.5e-34

WP_109715996.1_MULTISPECIES_CBS_domain-containing_protein_Lactobacillus

WP_010192727.1_MULTISPECIES_CBS_domain-containing_protein_Bacillaceae

WP_008174114.1_MULTISPECIES_CBS_domain-containing_protein_Lysinibacillus

WP_012575456.1_CBS_domain-containing_protein_Anoxybacillus_flavithermus

WP_109304372.1_CBS_domain-containing_protein_Kurthia_sibirica

WP_024051492.1_MULTISPECIES_CBS_domain-containing_protein_Streptococcus

WP_249777702.1_CBS_domain-containing_protein_Paenalkalicoccus_suaedae

WP_026962879.1_CBS_domain-containing_protein_Alicyclobacillus_herbarius

WP_042455979.1_CBS_domain-containing_protein_Bacillus_dielmonensis

WP_078381080.1_CBS_domain-containing_protein_Sutcliffiella_halmapala

WP_137615686.1_CBS_domain-containing_protein_Lactiplantibacillus_nangangensis

WP_194221250.1_CBS_domain-containing_protein_Pseudalkalibacillus_hwajinpoensis

WP_126864290.1_CBS_domain-containing_protein_Peribacillus_cavernae

WP_184243375.1_CBS_domain-containing_protein_Gracilibacillus_halotolerans

WP_042471364.1_CBS_domain-containing_protein_Bacillus_ndiopicus

WP_069634269.1_CBS_domain-containing_protein_Enterococcus_quebecensis

WP_037614631.1_CBS_domain-containing_protein_Streptococcus_sinensis

WP_003210874.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_090923108.1_MULTISPECIES_CBS_domain-containing_protein_Paenibacillus

WP_132373239.1_CBS_domain-containing_protein_Melghiribacillus_thermohalophilus

WP_057824420.1_CBS_domain-containing_protein_Lapidilactobacillus_concavus

WP_009488504.1_CBS_domain-containing_protein_Catellicoccus_marimammalium

WP_025014255.1_CBS_domain-containing_protein_Lactobacillus_kitasatonis

WP_155111626.1_CBS_domain-containing_protein_Metabacillus_mangrovi

WP_134210213.1_CBS_domain-containing_protein_Paenisporosarcina_antarctica

WP_124222575.1_CBS_domain-containing_protein_Aquisalibacillus_elongatus

WP_066543073.1_CBS_domain-containing_protein_Caryophanon_tenue

WP_147194410.1_MULTISPECIES_CBS_domain-containing_protein_Rummeliibacillus

WP_134372151.1_MULTISPECIES_CBS_domain-containing_protein_Jeotgalibacillus

WP_049668245.1_CBS_domain-containing_protein_Lysinibacillus_xylanilyticus

WP_035314838.1_CBS_domain-containing_protein_Brochothrix_campestris

WP_201331604.1_CBS_domain-containing_protein_Lactobacillus_nasalidis

WP_086941294.1_CBS_domain-containing_protein_Trichococcus_pasteurii

WP_188385801.1_CBS_domain-containing_protein_Ornithinibacillus_halotolerans

WP_066232250.1_CBS_domain-containing_protein_Metabacillus_fastidiosus

WP_066264929.1_CBS_domain-containing_protein_Bacillus_acidicola

WP_003648191.1_CBS_domain-containing_protein_Lactobacillus_gasseri

WP_226530186.1_MULTISPECIES_CBS_domain-containing_protein_Metabacillus

WP_166163911.1_CBS_domain-containing_protein_Jeotgalibaca_arthritidis

WP_066147697.1_MULTISPECIES_CBS_domain-containing_protein_Anoxybacillus

WP_142537563.1_CBS_domain-containing_protein_Psychrobacillus_lasiicapitis
WP_093535482.1_CBS_domain-containing_protein_Psychrobacillus_psychrotolerans

WP_155218541.1_CBS_domain-containing_protein_Terrilactibacillus_tamarindi

WP_035029467.1_CBS_domain-containing_protein_Carnobacterium_mobile

WP_026692203.1_CBS_domain-containing_protein_Peribacillus_kribbensis

WP_122896546.1_MULTISPECIES_CBS_domain-containing_protein_Alteribacter

UniRef90_UPI000F79DEB8_7_141/1-135_CBS_domain-containing_protein_n_1_Tax_Lacticaseibacillus_daqingensis_TaxID_2486014_RepID_UPI0_E_val_8.5e-19

WP_091582758.1_MULTISPECIES_CBS_domain-containing_protein_Alteribacillus

WP_147531787.1_CBS_domain-containing_protein_Bacillus_marasmi

WP_026674963.1_CBS_domain-containing_protein_Alkalihalobacillus_bogoriensis

WP_003252063.1_CBS_domain-containing_protein_Parageobacillus_thermoglucosidasius

WP_066066283.1_CBS_domain-containing_protein_Neobacillus_soli

WP_034568763.1_CBS_domain-containing_protein_Carnobacterium_divergens

WP_107923247.1_CBS_domain-containing_protein_Lysinibacillus_parviboronicapiens

WP_026689365.1_CBS_domain-containing_protein_Alteribacter_aurantiacus

WP_085560429.1_CBS_domain-containing_protein_Carnobacterium_iners

WP_183582097.1_CBS_domain-containing_protein_Paenibacillus_rhizosphaerae

WP_080881838.1_CBS_domain-containing_protein_Lactobacillus_amylolyticus

WP_036807175.1_CBS_domain-containing_protein_Planococcus_glaciei

WP_168924835.1_CBS_domain-containing_protein_Secundilactobacillus_angelensis

UniRef90_A0A1H2Q5A3_7_145/1-139_CBS_domain-containing_protein_n_4_Tax_Marinococcus_TaxID_1370_RepID_A0A1H2Q5A3_9BACI_E_val_1.5e-32

WP_035449159.1_CBS_domain-containing_protein_Ligilactobacillus_animalis

WP_124977135.1_CBS_domain-containing_protein_Ligilactobacillus_salitolerans

WP_016182676.1_CBS_domain-containing_protein_Enterococcus_columbae

WP_242655636.1_CBS_domain-containing_protein_Roseburia_intestinalis

WP_237811025.1_MULTISPECIES_CBS_domain-containing_protein_Anoxybacillus

WP_018670920.1_CBS_domain-containing_protein_Brevibacillus_laterosporus

WP_072875231.1_MULTISPECIES_CBS_domain-containing_protein_Alicyclobacillus

WP_245629064.1_CBS_domain-containing_protein_Alicyclobacillus_shizuokensis

WP_023859776.1_CBS_domain-containing_protein_Ligilactobacillus_equi

WP_048309991.1_CBS_domain-containing_protein_Alkalihalobacillus_macyae

UniRef90_UPI0010FA60EC_8_140/1-133_CBS_domain-containing_protein_n_2_Tax_Lactiplantibacillus_TaxID_2767842_RepID_UPI0010FA60EC_E_val_1.1e-17

WP_088268815.1_CBS_domain-containing_protein_Enterococcus_wangshanyuanii

Input_pdb_SEQRES_A/1-147

WP_091897214.1_CBS_domain-containing_protein_Marinilactibacillus_piezotolerans

WP_188528429.1_CBS_domain-containing_protein_Paenibacillus_abyssi

WP_142087888.1_CBS_domain-containing_protein_Salicibibacter_halophilus

WP_122972401.1_CBS_domain-containing_protein_Lysinibacillus_halotolerans

WP_047677118.1_CBS_domain-containing_protein_Lacticaseibacillus_rhamnosus

WP_141189155.1_CBS_domain-containing_protein_Terrilactibacillus_laevilacticus

WP_132948408.1_CBS_domain-containing_protein_Thermolongibacillus_altinsuensis

WP_086988095.1_CBS_domain-containing_protein_Trichococcus_flocculiformis

WP_070120260.1_CBS_domain-containing_protein_Bacillus_marinisedimentorum

WP_126808417.1_CBS_domain-containing_protein_Vagococcus_elongatus

WP_090850624.1_CBS_domain-containing_protein_Litchfieldia_salsa

WP_177167895.1_CBS_domain-containing_protein_Marininema_mesophilum

WP_057876474.1_CBS_domain-containing_protein_Liquorilactobacillus_aquaticus

WP_137641038.1_CBS_domain-containing_protein_Lactiplantibacillus_dongliensis

UniRef90_UPI000F79A7FA_9_142/1-134_CBS_domain-containing_protein_n_1_Tax_Lactobacillus_baoqingensis_TaxID_2486013_RepID_UPI000F7_E_val_2.2e-18

WP_058002466.1_MULTISPECIES_CBS_domain-containing_protein_Bacillaceae

WP_003549510.1_CBS_domain-containing_protein_Lactobacillus_acidophilus

WP_071459276.1_CBS_domain-containing_protein_Bacillus_mediterraneensis

WP_209531829.1_CBS_domain-containing_protein_Vagococcus_allomyrinae

WP_074948540.1_CBS_domain-containing_protein_Alicyclobacillus_macrosporangiidus

WP_100406856.1_CBS_domain-containing_protein_Bacillus_solitudinis

WP_163242779.1_CBS_domain-containing_protein_Bacillus_aquiflavi

WP_011701820.1_CBS_domain-containing_protein_Listeria_welshimeri

UniRef90_A0A2N5G501_1_147/1-147_CBS_domain-containing_protein_n_2_Tax_Bacillus_TaxID_1386_RepID_A0A2N5G501_9BACI_E_val_6e-47

WP_066265982.1_CBS_domain-containing_protein_Bacillus_acidicola

WP_187124588.1_CBS_domain-containing_protein_Listeria_immobilis

WP_125713732.1_CBS_domain-containing_protein_Agrilactobacillus_yilanensis

WP_057733346.1_CBS_domain-containing_protein_Levilactobacillus_zymae

WP_155432497.1_CBS_domain-containing_protein_Secundilactobacillus_folii

WP_111643546.1_CBS_domain-containing_protein_Anoxybacillus_vitaminiphilus

WP_119548857.1_CBS_domain-containing_protein_Bacillus_salacetis

WP_143463278.1_MULTISPECIES_CBS_domain-containing_protein_Levilactobacillus

WP_199567669.1_CBS_domain-containing_protein_Streptococcus_zalophi

WP_048623058.1_CBS_domain-containing_protein_Bacillus_smithii

WP_089137235.1_CBS_domain-containing_protein_Secundilactobacillus_silagei

UniRef90_A0A1I1GXI2_16_141/1-126_CBS_domain-containing_protein_n_1_Tax_Alkalibacterium_subtropicum_TaxID_753702_RepID_A0A1I1GXI2__E_val_1.7e-17

WP_067730063.1_CBS_domain-containing_protein_Oceanobacillus_damuensis

UniRef90_UPI000C7A7270_1_142/1-142_CBS_domain-containing_protein_n_1_Tax_Salirhabdus_sp._Marseille-P4669_TaxID_2042310_RepID_UPI_E_val_9.2e-42

WP_118924816.1_CBS_domain-containing_protein_Neobacillus_notoginsengisoli

UniRef90_A0A0A3IGR2_1_143/1-143_CBS_domain-containing_protein_n_1_Tax_Lysinibacillus_odysseyi_34hs-1___NBRC_100172_TaxID_1220589_E_val_1e-39

WP_204588915.1_CBS_domain-containing_protein_Chryseomicrobium_aureum

WP_036058858.1_CBS_domain-containing_protein_Listeria_weihenstephanensis

WP_209559200.1_CBS_domain-containing_protein_Enterococcus_larvae

WP_205092182.1_CBS_domain-containing_protein_Thalassobacillus_pellis

WP_138809498.1_CBS_domain-containing_protein_Alteribacter_natronophilus

WP_067850734.1_CBS_domain-containing_protein_Alicyclobacillus_mali

WP_049693423.1_CBS_domain-containing_protein_Planococcus_versutus

WP_161411258.1_CBS_domain-containing_protein_Paenibacillus_silvestris

UniRef90_A0A1N7IMI7_5_142/1-138_CBS_domain-containing_protein_n_2_Tax_Salimicrobium_TaxID_351195_RepID_A0A1N7IMI7_9BACI_E_val_2.5e-27

WP_063232001.1_CBS_domain-containing_protein_Peribacillus_simplex

WP_098952810.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_122903459.1_CBS_domain-containing_protein_Brevibacillus_gelatini

WP_040979820.1_CBS_domain-containing_protein_Oceanobacillus_jeddahense

UniRef90_A0A0C2VF86_1_143/1-143_CBS_domain-containing_protein_n_1_Tax_Jeotgalibacillus_campisalis_TaxID_220754_RepID_A0A0C2VF86__E_val_4.5e-39

WP_057799647.1_CBS_domain-containing_protein_Lactobacillus_kalixensis

WP_204953375.1_CBS_domain-containing_protein_Metabacillus_crassostreae

WP_161870457.1_CBS_domain-containing_protein_Enterococcus_diestrammenae

WP_071315790.1_CBS_domain-containing_protein_Anaerobacillus_isosaccharinicus

UniRef90_A0A5B8Z7K9_1_147/1-147_CBS_domain-containing_protein_n_4_Tax_Bacillaceae_TaxID_186817_RepID_A0A5B8Z7K9_9BACI_E_val_3.7e-53

WP_161937318.1_MULTISPECIES_CBS_domain-containing_protein_Tepidibacillus

WP_213141314.1_MULTISPECIES_CBS_domain-containing_protein_Bacillaceae

WP_036780983.1_MULTISPECIES_CBS_domain-containing_protein_Pontibacillus

WP_003218674.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_073711143.1_CBS_domain-containing_protein_Domibacillus_mangrovi

WP_047982161.1_CBS_domain-containing_protein_Ornithinibacillus_contaminans

WP_027446452.1_CBS_domain-containing_protein_Pontibacillus_marinus

WP_066447114.1_CBS_domain-containing_protein_Cytobacillus_gottheilii

WP_042349102.1_CBS_domain-containing_protein_Bacillus_massiliogorillae

UniRef90_A0A1H9PCI9_6_143/1-138_CBS_domain-containing_protein_n_1_Tax_Salisediminibacterium_haloalkalitolerans_TaxID_1464123_Rep_E_val_3.2e-30
UniRef90_D6XVJ5_4_143/1-140_CBS_domain_containing_protein_n_1_Tax_Bacillus_selenitireducens_

WP_024532762.1_MULTISPECIES_CBS_domain-containing_protein_Streptococcus

WP_033022081.1_CBS_domain-containing_protein_Geobacillus_icigianus

WP_000560697.1_MULTISPECIES_CBS_domain-containing_protein_Streptococcus

WP_188495154.1_CBS_domain-containing_protein_Pullulanibacillus_pueri

WP_053993727.1_CBS_domain-containing_protein_Lysinibacillus_macroides

WP_070367777.1_CBS_domain-containing_protein_Lentilactobacillus_sunkii

WP_066367710.1_CBS_domain-containing_protein_Neobacillus_fumarioli

WP_077704509.1_CBS_domain-containing_protein_Virgibacillus_dokdonensis

UniRef90_A0A1G9YCL8_2_140/1-139_CBS_domain-containing_protein_n_1_Tax_Tenuibacillus_multivorans_TaxID_237069_RepID_A0A1G9YCL8_9B_E_val_8.2e-31

WP_008403498.1_MULTISPECIES_CBS_domain-containing_protein_Solibacillus

WP_072890573.1_CBS_domain-containing_protein_Ornithinibacillus_halophilus

WP_226034561.1_CBS_domain-containing_protein_Aquibacillus_saliphilus

UniRef90_A0A3R9R8I1_5_145/1-141_CBS_domain-containing_protein_n_2_Tax_Salibacterium_salarium_TaxID_284579_RepID_A0A3R9R8I1_9BACI_E_val_6.4e-34

WP_172189387.1_CBS_domain-containing_protein_Lentilactobacillus_kribbianus

WP_055747063.1_CBS_domain-containing_protein_Brevibacillus_choshinensis

WP_186577624.1_CBS_domain-containing_protein_Aquibacillus_kalidii

WP_104849681.1_CBS_domain-containing_protein_Pradoshia_eiseniae

WP_144159856.1_MULTISPECIES_CBS_domain-containing_protein_Allobacillus

WP_247341386.1_CBS_domain-containing_protein_Metabacillus_endolithicus

WP_102262031.1_CBS_domain-containing_protein_Mesobacillus_jeotgali

WP_014080861.1_CBS_domain-containing_protein_Roseburia_hominis

WP_137603172.1_CBS_domain-containing_protein_Enterococcus_dongliensis

WP_126782468.1_CBS_domain-containing_protein_Vagococcus_salmoninarum

WP_187154162.1_MULTISPECIES_CBS_domain-containing_protein_Lactobacillus

WP_000623565.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_024716244.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_039231794.1_CBS_domain-containing_protein_Bacillus_thermotolerans

WP_078808165.1_CBS_domain-containing_protein_Pilibacter_termitis

WP_174498018.1_CBS_domain-containing_protein_Salirhabdus_euzebyi

WP_051322225.1_CBS_domain-containing_protein_Alicyclobacillus_contaminans

UniRef90_A0A3R8LKZ2_9_140/1-132_CBS_domain-containing_protein_n_1_Tax_Lactiplantibacillus_garii_TaxID_2306423_RepID_A0A3R8LKZ2_9_E_val_1.9e-16

WP_115752793.1_CBS_domain-containing_protein_Listeria_kieliensis

WP_199575729.1_CBS_domain-containing_protein_Streptococcus_pacificus

WP_257580354.1_CBS_domain-containing_protein_Lederbergia_panacisoli

WP_010328502.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_066059867.1_CBS_domain-containing_protein_Robertmurraya_korlensis

WP_039808584.1_CBS_domain-containing_protein_Jeotgalibacillus_malaysiensis

WP_063251544.1_CBS_domain-containing_protein_Neobacillus_niacini

WP_093046164.1_CBS_domain-containing_protein_Thalassobacillus_cyri

WP_035467010.1_CBS_domain-containing_protein_Alicyclobacillus_pomorum

WP_204202999.1_CBS_domain-containing_protein_Bacillus_suaedaesalsae

WP_071854338.1_CBS_domain-containing_protein_Enterococcus_ratti

WP_125642533.1_CBS_domain-containing_protein_Levilactobacillus_tangyuanensis

WP_018932831.1_CBS_domain-containing_protein_Gracilibacillus_lacisalsi

WP_036086536.1_CBS_domain-containing_protein_Listeria_booriae

UniRef90_UPI0019566C86_8_143/1-136_CBS_domain-containing_protein_n_2_Tax_Amphibacillus_TaxID_29331_RepID_UPI0019566C86_E_val_2.1e-37

WP_062105282.1_CBS_domain-containing_protein_Bacillus_niameyensis

WP_109349979.1_CBS_domain-containing_protein_Kurthia_zopfii

WP_159883219.1_CBS_domain-containing_protein_Paenibacillus_puerhi

WP_061791910.1_cyclic_di-AMP_binding_protein_CbpA_Cytobacillus_firmus

UniRef90_A0A418MG51_7_145/1-139_CBS_domain-containing_protein_n_1_Tax_Alicyclobacillaceae_bacterium_I2511_TaxID_2048547_RepID_A0_E_val_9.8e-28

WP_134158712.1_CBS_domain-containing_protein_Alicyclobacillus_sacchari

WP_027107779.1_CBS_domain-containing_protein_Lacticigenium_naphthae

WP_069849175.1_MULTISPECIES_CBS_domain-containing_protein_Brevibacillus

WP_090289338.1_CBS_domain-containing_protein_Facklamia_miroungae

WP_181315208.1_CBS_domain-containing_protein_Salsuginibacillus_halophilus

WP_003238922.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_046175193.1_CBS_domain-containing_protein_Domibacillus_indicus

WP_153727509.1_CBS_domain-containing_protein_Salinibacillus_xinjiangensis

WP_066196764.1_CBS_domain-containing_protein_Cytobacillus_horneckiae

WP_022792667.1_CBS_domain-containing_protein_Marinococcus_halotolerans

WP_029565505.1_MULTISPECIES_CBS_domain-containing_protein_Metabacillus

WP_137636084.1_CBS_domain-containing_protein_Lactiplantibacillus_songbeiensis

WP_054719554.1_CBS_domain-containing_protein_Lacticaseibacillus_manihotivorans

WP_028398843.1_CBS_domain-containing_protein_Ectobacillus_panaciterrae

WP_057907474.1_CBS_domain-containing_protein_Latilactobacillus_graminis

WP_075398562.1_CBS_domain-containing_protein_Domibacillus_antri

WP_138415127.1_CBS_domain-containing_protein_Aquibacillus_sediminis

WP_182199888.1_CBS_domain-containing_protein_Paraliobacillus_salinarum

WP_121977346.1_CBS_domain-containing_protein_Lentilactobacillus_raoultii

WP_141201667.1_CBS_domain-containing_protein_Paludifilum_halophilum

UniRef90_S5NUJ8_9_144/1-136_CBS_domain-containing_protein_n_54_Tax_Lactobacillales_TaxID_186826_RepID_S5NUJ8_LIMRT_E_val_2.9e-16

WP_056982904.1_CBS_domain-containing_protein_Lentilactobacillus_rapi

WP_090886636.1_CBS_domain-containing_protein_Evansella_caseinilytica

UniRef90_A0A838CQF8_1_145/1-145_CBS_domain-containing_protein_n_1_Tax_Halobacillus_locisalis_TaxID_220753_RepID_A0A838CQF8_9BACI_E_val_2.6e-35

WP_096434755.1_CBS_domain-containing_protein_Alteribacter_populi

WP_066323446.1_CBS_domain-containing_protein_Anoxybacillus_amylolyticus

WP_101578202.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_000560696.1_MULTISPECIES_CBS_domain-containing_protein_Streptococcus

WP_113869708.1_CBS_domain-containing_protein_Paraliobacillus_ryukyuensis

WP_026680740.1_MULTISPECIES_CBS_domain-containing_protein_Bacillaceae

UniRef90_UPI00166D4409_3_143/1-141_CBS_domain-containing_protein_n_1_Tax_Lentibacillus_kapialis_TaxID_340214_RepID_UPI00166D4409_E_val_1.2e-38

WP_209687055.1_CBS_domain-containing_protein_Lactobacillus_colini

WP_130845717.1_CBS_domain-containing_protein_Lactiplantibacillus_mudanjiangensis

WP_107838724.1_CBS_domain-containing_protein_Metasolibacillus_meyeri

UniRef90_A0A1S2MGC9_6_144/1-139_CBS_domain-containing_protein_n_1_Tax_Anaerobacillus_isosaccharinicus_TaxID_1532552_RepID_A0A1S2_E_val_1.5e-29

WP_125651549.1_CBS_domain-containing_protein_Lapidilactobacillus_gannanensis

WP_125765760.1_MULTISPECIES_CBS_domain-containing_protein_Levilactobacillus

WP_067839859.1_CBS_domain-containing_protein_Amphibacillus_sediminis

WP_057982372.1_CBS_domain-containing_protein_Lederbergia_galactosidilytica

WP_016185535.1_CBS_domain-containing_protein_Enterococcus_sulfureus

WP_205187265.1_CBS_domain-containing_protein_Metabacillus_iocasae

WP_141602970.1_CBS_domain-containing_protein_Ureibacillus_terrenus

WP_087032016.1_CBS_domain-containing_protein_Trichococcus_palustris

WP_053594746.1_MULTISPECIES_CBS_domain-containing_protein_Lysinibacillus

WP_049661264.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_188614276.1_CBS_domain-containing_protein_Lysinibacillus_alkalisoli

WP_094941522.1_CBS_domain-containing_protein_Tetzosporium_hominis

WP_057707612.1_CBS_domain-containing_protein_Lactiplantibacillus_xiangfangensis

WP_121202419.1_CBS_domain-containing_protein_Oceanobacillus_halophilus

WP_003564036.1_MULTISPECIES_CBS_domain-containing_protein_Lacticaseibacillus

WP_071867815.1_MULTISPECIES_CBS_domain-containing_protein_Enterococcus

WP_016180154.1_MULTISPECIES_CBS_domain-containing_protein_Enterococcus

WP_212391141.1_CBS_domain-containing_protein_Arthrobacter_beigongshangensis

WP_137637444.1_CBS_domain-containing_protein_Loigolactobacillus_binensis

WP_107934967.1_CBS_domain-containing_protein_Ureibacillus_chungkukjangi

WP_091762934.1_CBS_domain-containing_protein_Marinilactibacillus_psychrotolerans

WP_016838274.1_CBS_domain-containing_protein_Ureibacillus_thermosphaericus

WP_013727753.1_CBS_domain-containing_protein_Lentilactobacillus_buchneri

WP_090950745.1_CBS_domain-containing_protein_Parageobacillus_thermantarcticus

WP_064092374.1_CBS_domain-containing_protein_Rossellomorea_aquimaris

WP_191812897.1_CBS_domain-containing_protein_Bacillus_norwichensis

UniRef90_UPI00047B6CB5_5_144/1-140_CBS_domain-containing_protein_n_1_Tax_Alkalihalobacillus_bogoriensis_TaxID_246272_RepID_UPI00_E_val_3.6e-34

WP_187133069.1_CBS_domain-containing_protein_Listeria_portnoyi

WP_067389934.1_CBS_domain-containing_protein_Enterococcus_canis

WP_035721706.1_CBS_domain-containing_protein_Gracilibacillus_boraciitolerans

WP_124763639.1_CBS_domain-containing_protein_Lysinibacillus_composti

WP_035418348.1_CBS_domain-containing_protein_Alkalihalobacillus_xiaoxiensis

WP_033829365.1_CBS_domain-containing_protein_Bacillus_andreraoultii

WP_006586016.1_MULTISPECIES_CBS_domain-containing_protein_Lactobacillus

WP_183252017.1_CBS_domain-containing_protein_Anoxybacillus_tepidamans

WP_204728543.1_CBS_domain-containing_protein_Jeotgalibacillus_terrae

WP_090925501.1_CBS_domain-containing_protein_Salibacterium_qingdaonense

WP_072580267.1_CBS_domain-containing_protein_Bacillus_weihaiensis

WP_068223390.1_MULTISPECIES_CBS_domain-containing_protein_Loigolactobacillus

UniRef90_UPI00137B454C_6_145/1-140_CBS_domain-containing_protein_n_1_Tax_Enterococcus_sp._CU9D_TaxID_1857218_RepID_UPI00137B454C_E_val_5.3e-17

WP_019242481.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_017151109.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_079344862.1_CBS_domain-containing_protein_Vagococcus_martis

WP_010049689.1_CBS_domain-containing_protein_Carnobacterium_maltaromaticum

WP_205174248.1_CBS_domain-containing_protein_Bacillus_pakistanensis

WP_125701195.1_CBS_domain-containing_protein_Levilactobacillus_fuyuanensis

UniRef90_A0A285RDE8_1_145/1-145_CBS_domain_protein_n_3_Tax_Bacillales_TaxID_1385_RepID_A0A285RDE8_9BACL_E_val_1e-43

WP_007472276.1_CBS_domain-containing_protein_Listeria_fleischmannii

WP_110608030.1_CBS_domain-containing_protein_Salipaludibacillus_keqinensis

WP_122965267.1_MULTISPECIES_CBS_domain-containing_protein_Brevibacillus

WP_016171879.1_CBS_domain-containing_protein_Enterococcus_dispar

WP_125983023.1_CBS_domain-containing_protein_Vagococcus_vulneris

WP_014124709.1_CBS_domain-containing_protein_Tetragenococcus_halophilus

WP_045808317.1_CBS_domain-containing_protein_Levilactobacillus_spicheri

WP_220220392.1_CBS_domain-containing_protein_Lactobacillus_panisapium

WP_061948446.1_CBS_domain-containing_protein_Alkalihalobacillus_trypoxylicola

WP_223902398.1_CBS_domain-containing_protein_Lactobacillus_laiwuensis

WP_003761542.1_MULTISPECIES_CBS_domain-containing_protein_Listeria

WP_105300412.1_CBS_domain-containing_protein_Anaerococcus_marasmi

WP_099363164.1_CBS_domain-containing_protein_Fredinandcohnia_onubensis

WP_058298329.1_CBS_domain-containing_protein_Bacillus_enclensis

WP_088005841.1_CBS_domain-containing_protein_Indiicoccus_explosivorum

WP_007498671.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_204654086.1_CBS_domain-containing_protein_Enterococcus_lemanii

WP_024362239.1_MULTISPECIES_CBS_domain-containing_protein_Lysinibacillus

WP_043966466.1_CBS_domain-containing_protein_Anoxybacillus_thermarum

WP_065528134.1_CBS_domain-containing_protein_Planococcus_halocryophilus

WP_003154608.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_146813229.1_CBS_domain-containing_protein_Halobacillus_faecis

WP_091565890.1_CBS_domain-containing_protein_Melghirimyces_thermohalophilus

WP_205179554.1_CBS_domain-containing_protein_Neobacillus_cucumis

UniRef90_UPI0010F721EC_8_140/1-133_CBS_domain-containing_protein_n_1_Tax_Lactiplantibacillus_daowaiensis_TaxID_2559918_RepID_UPI_E_val_6.8e-19

WP_093047246.1_CBS_domain-containing_protein_Salipaludibacillus_aurantiacus

WP_054701432.1_CBS_domain-containing_protein_Secundilactobacillus_odoratitofui

WP_067211660.1_CBS_domain-containing_protein_Sporosarcina_psychrophila

WP_179395996.1_CBS_domain-containing_protein_Lacticaseibacillus_absianus

WP_029278425.1_CBS_domain-containing_protein_Carnobacterium_jeotgali

UniRef90_UPI000831DD47_1_143/1-143_CBS_domain-containing_protein_n_1_Tax_Bacillus_sp._FJAT-29814_TaxID_1729688_RepID_UPI000831DD_E_val_1.5e-43

WP_093211066.1_CBS_domain-containing_protein_Sediminibacillus_albus

WP_034810412.1_CBS_domain-containing_protein_Enterococcus_asini

WP_217225646.1_CBS_domain-containing_protein_Desertibacillus_haloalkaliphilus

WP_036822946.1_CBS_domain-containing_protein_Pontibacillus_yanchengensis

WP_027963035.1_CBS_domain-containing_protein_Halalkalibacillus_halophilus

WP_218325196.1_CBS_domain-containing_protein_Enterococcus_alishanensis

WP_057961990.1_CBS_domain-containing_protein_Lentilactobacillus_parakefiri

WP_181536533.1_CBS_domain-containing_protein_Anoxybacillus_calidus

WP_123166340.1_CBS_domain-containing_protein_Planococcus_salinus

WP_137631266.1_CBS_domain-containing_protein_Secundilactobacillus_hailunensis

WP_036830817.1_CBS_domain-containing_protein_Pontibacillus_litoralis

WP_150439690.1_CBS_domain-containing_protein_Niallia_endozanthoxylica

WP_067482366.1_MULTISPECIES_CBS_domain-containing_protein_Enterococcus

WP_107897563.1_CBS_domain-containing_protein_Lysinibacillus_mangiferihumi

WP_102692832.1_CBS_domain-containing_protein_Rummeliibacillus_pycnus

WP_188432023.1_CBS_domain-containing_protein_Kroppenstedtia_guangzhouensis

WP_151571918.1_CBS_domain-containing_protein_Bacillus_mesophilum

WP_135253721.1_CBS_domain-containing_protein_Vagococcus_xieshaowenii

WP_125691350.1_CBS_domain-containing_protein_Levilactobacillus_tongjiangensis

WP_021732519.1_MULTISPECIES_CBS_domain-containing_protein_Lactiplantibacillus

WP_089802963.1_CBS_domain-containing_protein_Halolactibacillus_alkaliphilus

UniRef90_A0A1I4IV86_6_147/1-142_CBS_domain-containing_protein_n_3_Tax_Salibacterium_TaxID_1884429_RepID_A0A1I4IV86_9BACI_E_val_6e-33

WP_000623566.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

UniRef90_A0A1E5K1C4_2_142/1-141_CBS_domain-containing_protein_n_2_Tax_Oceanobacillus_TaxID_182709_RepID_A0A1E5K1C4_9BACI_E_val_1e-38

UniRef90_A0A553SPI7_1_141/1-141_CBS_domain-containing_protein_n_3_Tax_Bacillaceae_TaxID_186817_RepID_A0A553SPI7_NIACI_E_val_1.3e-45

WP_174733752.1_CBS_domain-containing_protein_Mesobacillus_harenae

WP_055679731.1_CBS_domain-containing_protein_Secundilactobacillus_kimchicus

WP_041088749.1_CBS_domain-containing_protein_Jeotgalibacillus_soli

WP_203649182.1_CBS_domain-containing_protein_Secundilactobacillus_yichangensis
WP_089108934.1_CBS_domain-containing_protein_Secundilactobacillus_mixtipabuli

WP_010761272.1_CBS_domain-containing_protein_Enterococcus_haemoperoxidus

WP_008878764.1_MULTISPECIES_CBS_domain-containing_protein_Geobacillus

WP_062471842.1_CBS_domain-containing_protein_Jeotgalibaca_dankookensis

WP_091259910.1_CBS_domain-containing_protein_Aneurinibacillus_thermoaerophilus

WP_006638385.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_058383441.1_MULTISPECIES_CBS_domain-containing_protein_Planococcus

WP_143139670.1_CBS_domain-containing_protein_Enterococcus_italicus

WP_241762319.1_MULTISPECIES_CBS_domain-containing_protein_Anoxybacillus

WP_099157921.1_CBS_domain-containing_protein_Virgibacillus_ndiopensis

WP_117152900.1_CBS_domain-containing_protein_Paraliobacillus_quinghaiensis

WP_093136838.1_CBS_domain-containing_protein_Salinibacillus_kushneri

WP_005835623.1_MULTISPECIES_CBS_domain-containing_protein_Brevibacillus

WP_181555093.1_CBS_domain-containing_protein_Anoxybacillus_caldiproteolyticus

WP_144088670.1_MULTISPECIES_CBS_domain-containing_protein_Allobacillus

WP_166063631.1_CBS_domain-containing_protein_Jeotgalibaca_porci

WP_183247333.1_CBS_domain-containing_protein_Anoxybacillus_tengchongensis

UniRef90_J3AXL0_6_143/1-138_CBS_domain-containing_protein_n_6_Tax_Bacillales_TaxID_1385_RepID_J3AXL0_9BACL_E_val_2e-39

WP_063285377.1_CBS_domain-containing_protein_Secundilactobacillus_collinoides

WP_104967268.1_CBS_domain-containing_protein_Streptococcus_pluranimalium

WP_066227801.1_CBS_domain-containing_protein_Heyndrickxia_sporothermodurans

WP_071877266.1_CBS_domain-containing_protein_Enterococcus_silesiacus

UniRef90_S0KID6_6_144/1-139_CBS_domain-containing_protein_n_1_Tax_Enterococcus_columbae_DSM_7374___ATCC_51263_TaxID_1121865_RepI_E_val_5.4e-19

WP_073997822.1_CBS_domain-containing_protein_Anaerococcus_urinomassiliensis

WP_216429303.1_CBS_domain-containing_protein_Enterococcus_devriesei

WP_147802838.1_CBS_domain-containing_protein_Alkalicoccus_halolimnae

WP_184663465.1_CBS_domain-containing_protein_Texcoconibacillus_texcoconensis

WP_158320514.1_MULTISPECIES_CBS_domain-containing_protein_Bacillaceae

WP_069939538.1_CBS_domain-containing_protein_Domibacillus_iocasae

WP_033153194.1_CBS_domain-containing_protein_Streptococcus_equinus

WP_097071969.1_CBS_domain-containing_protein_Ureibacillus_xyleni

WP_029052441.1_MULTISPECIES_CBS_domain-containing_protein_Sporosarcina
WP_008300985.1_CBS_domain-containing_protein_Bhargavaea_cecembensis

WP_006144902.1_CBS_domain-containing_protein_Streptococcus_peroris

WP_046179709.1_MULTISPECIES_CBS_domain-containing_protein_Domibacillus

WP_003778761.1_CBS_domain-containing_protein_Alloiococcus_otitis

WP_198829730.1_CBS_domain-containing_protein_Brevibacillus_composti

WP_003553720.1_CBS_domain-containing_protein_Lentilactobacillus_hilgardii

WP_009553043.1_CBS_domain-containing_protein_Ligilactobacillus_saerimneri

WP_056945743.1_MULTISPECIES_CBS_domain-containing_protein_Amylolactobacillus

WP_012095142.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus_cereus_group

WP_009794318.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

UniRef90_A0A3E2JWQ8_1_138/1-138_CBS_domain-containing_protein_n_2_Tax_unclassified_Bacillus_

WP_135505660.1_CBS_domain-containing_protein_Planococcus_koreensis

UniRef90_A0A844Q5S7_11_146/1-136_CBS_domain-containing_protein_n_1_Tax_Planococcaceae_bacterium_Storch_2/2-2_TaxID_1907194_RepID__E_val_1.4e-40

WP_004836160.1_CBS_domain-containing_protein_Anaerococcus_tetradius

WP_025218716.1_MULTISPECIES_CBS_domain-containing_protein_Lysinibacillus

WP_188891638.1_CBS_domain-containing_protein_Lactobacillus_kefiranofaciens

WP_013438771.1_MULTISPECIES_CBS_domain-containing_protein_Lactobacillus

WP_090093350.1_CBS_domain-containing_protein_Lactobacillus_bombicola

WP_114371523.1_CBS_domain-containing_protein_Salicibibacter_kimchii

WP_069838849.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_048530727.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

UniRef90_N0AQ96_1_146/1-146_CBS_domain-containing_protein_n_1_Tax_Bacillus_sp._1NLA3E_TaxID_666686_RepID_N0AQ96_9BACI_E_val_4.3e-47

WP_054768996.1_CBS_domain-containing_protein_Lentilactobacillus_kefiri

WP_053345153.1_MULTISPECIES_CBS_domain-containing_protein_Peribacillus

UniRef90_M8E491_6_143/1-138_CBS_domain-containing_protein_n_1_Tax_Brevibacillus_borstelensis_AK1_TaxID_1300222_RepID_M8E491_9BAC_E_val_1.2e-40

WP_054776846.1_CBS_domain-containing_protein_Lacticaseibacillus_saniviri

UniRef90_UPI001BC8D47E_3_147/1-145_CBS_domain-containing_protein_n_1_Tax_Bacillus_sp._FJAT-50079_TaxID_2833577_RepID_UPI001BC8D4_E_val_8.8e-46

WP_163970810.1_CBS_domain-containing_protein_Oceanobacillus_halotolerans

WP_060699239.1_CBS_domain-containing_protein_Bacillus_australimaris

WP_004898149.1_CBS_domain-containing_protein_Lactobacillus_johnsonii

UniRef90_A0A4R2BKH0_1_139/1-139_CBS_domain_protein_n_1_Tax_Mesobacillus_foraminis_TaxID_279826_RepID_A0A4R2BKH0_9BACI_E_val_1.4e-46

WP_191702227.1_CBS_domain-containing_protein_Solibacillus_merdavium

WP_004838943.1_CBS_domain-containing_protein_Anaerococcus_vaginalis

WP_212919494.1_CBS_domain-containing_protein_Ornithinibacillus_bavariensis

WP_209480286.1_CBS_domain-containing_protein_Virgibacillus_litoralis

WP_093192889.1_CBS_domain-containing_protein_Salimicrobium_halophilum

WP_091270203.1_CBS_domain-containing_protein_Alteribacillus_persepolensis

WP_100352842.1_CBS_domain-containing_protein_Chryseomicrobium_excrementi

WP_206830405.1_CBS_domain-containing_protein_Alicyclobacillus_fructus

WP_115773592.1_CBS_domain-containing_protein_Oceanobacillus_arenosus

WP_057897001.1_CBS_domain-containing_protein_Liquorilactobacillus_oeni

WP_051029579.1_CBS_domain-containing_protein_Brevibacillus_massiliensis

WP_028274744.1_CBS_domain-containing_protein_Atopococcus_tabaci

WP_077211360.1_CBS_domain-containing_protein_Bacillus_dakarensis

WP_054969238.1_CBS_domain-containing_protein_Alicyclobacillus_ferrooxydans

UniRef90_UPI0013DF20A6_2_141/1-140_CBS_domain-containing_protein_n_1_Tax_Virgibacillus_doumboii_TaxID_2697503_RepID_UPI0013DF20A_E_val_1.6e-41

WP_103660633.1_MULTISPECIES_CBS_domain-containing_protein_Lactobacillus

WP_188387905.1_CBS_domain-containing_protein_Priestia_taiwanensis

WP_061793725.1_CBS_domain-containing_protein_Cytobacillus_firmus

WP_125559319.1_CBS_domain-containing_protein_Salibacterium_salarium

WP_126141917.1_CBS_domain-containing_protein_Paenibacillus_whitsoniae

WP_110250524.1_CBS_domain-containing_protein_Streptohalobacillus_salinus

WP_017796523.1_MULTISPECIES_CBS_domain-containing_protein_Oceanobacillus

UniRef90_A0A368XUU3_7_144/1-138_CBS_domain_protein_n_1_Tax_Saliterribacillus_persicus_TaxID_930114_RepID_A0A368XUU3_9BACI_E_val_2e-38

WP_027724273.1_CBS_domain-containing_protein_Tuberibacillus_calidus

WP_073295872.1_CBS_domain-containing_protein_Atopostipes_suicloacalis

WP_090630490.1_CBS_domain-containing_protein_Neobacillus_massiliamazoniensis

WP_188454554.1_CBS_domain-containing_protein_Virgibacillus_oceani

WP_057769486.1_CBS_domain-containing_protein_Bacillus_dafuensis

WP_109918958.1_MULTISPECIES_CBS_domain-containing_protein_Lactobacillus

WP_233133203.1_CBS_domain-containing_protein_Marinococcus_halophilus

WP_099223201.1_CBS_domain-containing_protein_Listeria_costaricensis

WP_126408445.1_CBS_domain-containing_protein_Bacillus_yapensis

WP_076756661.1_CBS_domain-containing_protein_Edaphobacillus_lindanitolerans

WP_082234339.1_CBS_domain-containing_protein_Halobacillus_massiliensis

WP_127849510.1_CBS_domain-containing_protein_Lacticaseibacillus_hulanensis

UniRef90_UPI00064F2240_9_140/1-132_CBS_domain-containing_protein_n_1_Tax_Lactiplantibacillus_herbarum_TaxID_1670446_RepID_UPI000_E_val_1.2e-18

UniRef90_UPI000C07084B_2_141/1-140_CBS_domain-containing_protein_n_1_Tax_Virgibacillus_ndiopensis_TaxID_2004408_RepID_UPI000C070_E_val_8.5e-39

WP_243385909.1_CBS_domain-containing_protein_Bacillus_kexueae

WP_191688439.1_CBS_domain-containing_protein_Sporosarcina_gallistercoris

UniRef90_A0A098EM01_1_147/1-147_CBS_domain-containing_protein_YkuL_n_1_Tax_Planococcus_massiliensis_TaxID_1499687_RepID_A0A098EM_E_val_1.1e-41

WP_234987413.1_CBS_domain-containing_protein_Halolactibacillus_halophilus

WP_126426564.1_CBS_domain-containing_protein_Brevibacillus_marinus

WP_143893208.1_CBS_domain-containing_protein_Radiobacillus_deserti

WP_027828174.1_CBS_domain-containing_protein_Schleiferilactobacillus_harbinensis

WP_034550890.1_CBS_domain-containing_protein_Carnobacterium_funditum

WP_027347963.1_CBS_domain-containing_protein_Helcococcus_sueciensis

WP_185318420.1_CBS_domain-containing_protein_Listeria_farberi

WP_117169856.1_CBS_domain-containing_protein_Paraliobacillus_sediminis

WP_132744668.1_CBS_domain-containing_protein_Scopulibacillus_darangshiensis

WP_115360314.1_CBS_domain-containing_protein_Sporosarcina_pasteurii

WP_068667575.1_CBS_domain-containing_protein_Paenibacillus_oryzisoli

WP_043066977.1_CBS_domain-containing_protein_Aneurinibacillus_migulanus

WP_110897934.1_MULTISPECIES_CBS_domain-containing_protein_Paenibacillus

WP_036202546.1_CBS_domain-containing_protein_Ureibacillus_sinduriensis

WP_040204716.1_MULTISPECIES_CBS_domain-containing_protein_Bacillaceae

WP_089532767.1_CBS_domain-containing_protein_Virgibacillus_necropolis

WP_045851502.1_CBS_domain-containing_protein_Domibacillus_enclensis

WP_137028430.1_CBS_domain-containing_protein_Brevibacillus_antibioticus

WP_068463087.1_CBS_domain-containing_protein_Planococcus_maritimus

WP_125578594.1_CBS_domain-containing_protein_Lapidilactobacillus_mulanensis

UniRef90_A0A6G7WK51_9_144/1-136_CBS_domain-containing_protein_n_2_Tax_Lactobacillales_TaxID_186826_RepID_A0A6G7WK51_9LACT_E_val_1e-26

WP_057828789.1_CBS_domain-containing_protein_Liquorilactobacillus_cacaonum

WP_010764848.1_CBS_domain-containing_protein_Enterococcus_moraviensis

WP_111438729.1_CBS_domain-containing_protein_Psychrobacillus_insolitus

WP_147211061.1_CBS_domain-containing_protein_Oceanobacillus_sojae

WP_166272640.1_CBS_domain-containing_protein_Saccharibacillus_alkalitolerans

WP_146936013.1_CBS_domain-containing_protein_Cerasibacillus_quisquiliarum

WP_260904570.1_CBS_domain-containing_protein_Ligilactobacillus_agilis

WP_027106741.1_CBS_domain-containing_protein_Ligilactobacillus_ceti

WP_035166975.1_CBS_domain-containing_protein_Lentilactobacillus_curieae

UniRef90_A0A1G8MD85_6_144/1-139_CBS_domain-containing_protein_n_1_Tax_Natribacillus_halophilus_TaxID_549003_RepID_A0A1G8MD85_9BA_E_val_9.7e-34

WP_147657691.1_CBS_domain-containing_protein_Secundilactobacillus_malefermentans

WP_117744570.1_MULTISPECIES_CBS_domain-containing_protein_Streptococcus

WP_004224640.1_MULTISPECIES_CBS_domain-containing_protein_Lysinibacillus

WP_163876234.1_MULTISPECIES_CBS_domain-containing_protein_Paenibacillus

WP_226539027.1_CBS_domain-containing_protein_Bacillus_carboniphilus

WP_144537856.1_MULTISPECIES_CBS_domain-containing_protein_Bacillaceae

WP_054710099.1_CBS_domain-containing_protein_Secundilactobacillus_paracollinoides

WP_057884767.1_CBS_domain-containing_protein_Liquorilactobacillus_nagelii

UniRef90_A0A1C7DFX6_1_145/1-145_CBS_domain-containing_protein_n_14_Tax_Bacillales_TaxID_1385_RepID_A0A1C7DFX6_9BACL_E_val_3.5e-43

WP_013858911.1_MULTISPECIES_CBS_domain-containing_protein_Weizmannia

UniRef90_A0A8J2VMG4_13_154/1-142_CBS_domain-containing_protein_n_2_Tax_Pullulanibacillus_camelliae_TaxID_1707096_RepID_A0A8J2VMG4_E_val_4.3e-35

UniRef90_A0A0H2QND3_5_144/1-140_CBS_domain-containing_protein_n_5_Tax_Enterococcus_cecorum_TaxID_44008_RepID_A0A0H2QND3_9ENTE_E_val_3.4e-20

WP_003066106.1_MULTISPECIES_CBS_domain-containing_protein_Streptococcus

WP_217585741.1_CBS_domain-containing_protein_Lentibacillus_saliphilus

WP_103981794.1_CBS_domain-containing_protein_Helcococcus_massiliensis

WP_071873874.1_CBS_domain-containing_protein_Enterococcus_aquimarinus

WP_042359833.1_CBS_domain-containing_protein_Geomicrobium_sediminis

WP_016264672.1_CBS_domain-containing_protein_Latilactobacillus_sakei

WP_108023430.1_CBS_domain-containing_protein_Melghirimyces_profundicolus

WP_251425547.1_CBS_domain-containing_protein_Mesobacillus_maritimus

WP_003071900.1_MULTISPECIES_CBS_domain-containing_protein_Streptococcus

WP_071311907.1_CBS_domain-containing_protein_Anaerobacillus_arseniciselenatis

WP_152149887.1_CBS_domain-containing_protein_Bacillus_aerolatus

WP_091266266.1_CBS_domain-containing_protein_Alkalibacterium_thalassium

WP_089753551.1_CBS_domain-containing_protein_Halobacillus_alkaliphilus

WP_092479831.1_CBS_domain-containing_protein_Desemzia_incerta

UniRef90_A0A2W7PIG4_1_142/1-142_CBS_domain-containing_protein_n_1_Tax_Psychrobacillus_insolitus_TaxID_1461_RepID_A0A2W7PIG4_9BAC_E_val_6.2e-43

WP_176269275.1_CBS_domain-containing_protein_Anaerococcus_faecalis

WP_191693010.1_CBS_domain-containing_protein_Sporosarcina_quadrami

WP_088074980.1_MULTISPECIES_CBS_domain-containing_protein_Bacillaceae

WP_200760623.1_CBS_domain-containing_protein_Effusibacillus_dendaii

WP_010751080.1_CBS_domain-containing_protein_Enterococcus_villorum

WP_172369846.1_CBS_domain-containing_protein_Sporosarcina_jiandibaonis

UniRef90_A0A1S6IP69_9_146/1-138_CBS_domain-containing_protein_YkuL_n_1_Tax_Jeotgalibaca_dankookensis_TaxID_708126_RepID_A0A1S6IP_E_val_4.8e-25

WP_209771783.1_CBS_domain-containing_protein_Anaerococcus_degeneri

WP_008947391.1_MULTISPECIES_CBS_domain-containing_protein_Listeria

WP_051287639.1_CBS_domain-containing_protein_Alkalicoccus_chagannorensis

WP_000623571.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_067936187.1_CBS_domain-containing_protein_Alicyclobacillus_kakegawensis

WP_054651169.1_CBS_domain-containing_protein_Lacticaseibacillus_pantheris

WP_008857958.1_CBS_domain-containing_protein_Lentilactobacillus_kisonensis

WP_034756107.1_MULTISPECIES_CBS_domain-containing_protein_Rossellomorea

WP_003023640.1_MULTISPECIES_CBS_domain-containing_protein_Streptococcus

WP_236813131.1_CBS_domain-containing_protein_Alicyclobacillus_tolerans

UniRef90_UPI0005D10241_1_147/1-147_CBS_domain-containing_protein_n_1_Tax_Bacillus_alveayuensis_TaxID_279215_RepID_UPI0005D10241_E_val_1.6e-56

WP_126794802.1_CBS_domain-containing_protein_Vagococcus_carniphilus

WP_093855828.1_CBS_domain-containing_protein_Tenuibacillus_multivorans

WP_120071821.1_CBS_domain-containing_protein_Siminovitchia_fortis

WP_036573394.1_MULTISPECIES_CBS_domain-containing_protein_Oceanobacillus

WP_008471540.1_CBS_domain-containing_protein_Lactobacillus_hominis

WP_076347616.1_CBS_domain-containing_protein_Alicyclobacillus_vulcanalis

WP_014919629.1_CBS_domain-containing_protein_Lactobacillus_helveticus

WP_086627748.1_CBS_domain-containing_protein_Trichococcus_shcherbakoviae

UniRef90_D7V108_9_152/1-144_CBS_domain_protein_n_3_Tax_Listeria_grayi_TaxID_1641_RepID_D7V108_LISGR_E_val_7.7e-40

WP_148955787.1_CBS_domain-containing_protein_Bacillus_swezeyi

WP_057906293.1_CBS_domain-containing_protein_Ligilactobacillus_araffinosus

WP_223441753.1_MULTISPECIES_CBS_domain-containing_protein_Bacillaceae

WP_042223939.1_CBS_domain-containing_protein_Oceanobacillus_manasiensis

WP_204119137.1_CBS_domain-containing_protein_Lacticaseibacillus_suilingensis

WP_176717316.1_CBS_domain-containing_protein_Vulcanibacillus_modesticaldus

WP_096465618.1_CBS_domain-containing_protein_Aneurinibacillus_soli

WP_209403554.1_CBS_domain-containing_protein_Gottfriedia_endophyticus

WP_146815175.1_CBS_domain-containing_protein_Alkalibacillus_haloalkaliphilus

WP_167628931.1_CBS_domain-containing_protein_Listeria_valentina

UniRef90_K0NZ41_6_140/1-135_Cbs_domain_containing_protein_n_3_Tax_Lactobacillus_equicursoris_TaxID_420645_RepID_K0NZ41_9LACO_E_val_6.4e-20

UniRef90_UPI00042252CC_1_143/1-143_CBS_domain-containing_protein_n_2_Tax_Bacillaceae_TaxID_186817_RepID_UPI00042252CC_E_val_1.5e-50

WP_088809491.1_MULTISPECIES_CBS_domain-containing_protein_Listeria

WP_054639815.1_CBS_domain-containing_protein_Lactococcus_fujiensis

WP_122916449.1_CBS_domain-containing_protein_Brevibacillus_fluminis

WP_136606014.1_CBS_domain-containing_protein_Paenibacillus_dokdonensis

WP_035394123.1_MULTISPECIES_CBS_domain-containing_protein_Bacillaceae

WP_016609270.1_MULTISPECIES_CBS_domain-containing_protein_Enterococcus

WP_117521505.1_CBS_domain-containing_protein_Anaerococcus_nagyae

WP_248848901.1_CBS_domain-containing_protein_Vagococcus_lutrae

WP_006585349.1_CBS_domain-containing_protein_Lactobacillus_jensenii

WP_218257281.1_CBS_domain-containing_protein_Enterococcus_raffinosus

WP_095308425.1_CBS_domain-containing_protein_Oceanobacillus_profundus

WP_010282858.1_CBS_domain-containing_protein_Bacillus_timonensis

WP_041848644.1_MULTISPECIES_CBS_domain-containing_protein_Caldibacillus

UniRef90_A0A0M4G256_1_143/1-143_CBS_domain-containing_protein_n_8_Tax_Bacillaceae_TaxID_186817_RepID_A0A0M4G256_9BACI_E_val_3e-44

WP_170105570.1_CBS_domain-containing_protein_Desmospora_activa

WP_199417551.1_CBS_domain-containing_protein_Bacillus_renqingensis

WP_040396999.1_CBS_domain-containing_protein_Anaerococcus_senegalensis

WP_026314525.1_CBS_domain-containing_protein_Weizmannia_acidiproducens

WP_034769464.1_MULTISPECIES_CBS_domain-containing_protein_Bacillaceae

WP_146549533.1_CBS_domain-containing_protein_Rummeliibacillus_suwonensis

WP_194563248.1_CBS_domain-containing_protein_Savagea_serpentis

WP_125685562.1_CBS_domain-containing_protein_Levilactobacillus_fujinensis

WP_047771208.1_CBS_domain-containing_protein_Neobacillus_vireti

WP_078597026.1_CBS_domain-containing_protein_Evansella_clarkii

WP_152667685.1_CBS_domain-containing_protein_Aneurinibacillus_tyrosinisolvens

WP_154538893.1_CBS_domain-containing_protein_Anaerococcus_porci

WP_029090612.1_CBS_domain-containing_protein_Brochothrix_thermosphacta

WP_208422828.1_CBS_domain-containing_protein_Latilactobacillus_fragifolii

WP_002292972.1_MULTISPECIES_CBS_domain-containing_protein_Enterococcus
WP_010719279.1_CBS_domain-containing_protein_Enterococcus_hirae

WP_069329566.1_MULTISPECIES_CBS_domain-containing_protein_Paenibacillus

UniRef90_A0A087N3X1_5_144/1-140_CBS_domain-containing_protein_n_3_Tax_Bacillales_TaxID_1385_RepID_A0A087N3X1_9BACI_E_val_5.7e-39

WP_090792665.1_CBS_domain-containing_protein_Pelagirhabdus_alkalitolerans

UniRef90_UPI001AEA9D52_13_145/1-133_CBS_domain-containing_protein_n_1_Tax_Vagococcus_sp._BWB3-3_TaxID_2794353_RepID_UPI001AEA9D52_E_val_8e-17

WP_135150998.1_CBS_domain-containing_protein_Cohnella_luojiensis

WP_236785546.1_CBS_domain-containing_protein_Anaerococcus_ihuae

WP_003649819.1_MULTISPECIES_CBS_domain-containing_protein_Lactobacillus

WP_013087056.1_MULTISPECIES_CBS_domain-containing_protein_Lactobacillus

WP_146809346.1_CBS_domain-containing_protein_Aneurinibacillus_danicus

WP_136136322.1_CBS_domain-containing_protein_Vagococcus_silagei

WP_173219532.1_CBS_domain-containing_protein_Kroppenstedtia_pulmonis

WP_149125693.1_CBS_domain-containing_protein_Bacillus_safensis

UniRef90_A0A1B7KTZ9_1_143/1-143_CBS_domain-containing_protein_n_6_Tax_Bacillaceae_TaxID_186817_RepID_A0A1B7KTZ9_PARTM_E_val_7.3e-52

UniRef90_A0A267HWW5_8_146/1-139_CBS_domain-containing_protein_n_6_Tax_Enterococcus_TaxID_1350_RepID_A0A267HWW5_9ENTE_E_val_2.3e-19

UniRef90_S0JPQ1_4_146/1-143_Uncharacterized_protein_n_2_Tax_Enterococcus_TaxID_1350_RepID_S0JPQ1_9ENTE_E_val_6.5e-21

WP_076171166.1_MULTISPECIES_CBS_domain-containing_protein_Paenibacillus

WP_122645022.1_CBS_domain-containing_protein_Enterococcus_mediterraneensis

WP_126812949.1_CBS_domain-containing_protein_Vagococcus_acidifermentans

WP_133225989.1_CBS_domain-containing_protein_Paenibacillus_piri

UniRef90_UPI000C08B465_7_139/1-133_CBS_domain-containing_protein_n_2_Tax_unclassified_Anaerococcus_TaxID_2614126_RepID_UPI000C08_E_val_1.3e-16

WP_077429789.1_CBS_domain-containing_protein_Anoxybacillus_karvacharensis

UniRef90_UPI00137B3B75_7_146/1-140_CBS_domain-containing_protein_n_1_Tax_Enterococcus_TaxID_1350_RepID_UPI00137B3B75_E_val_1.3e-20

WP_010010654.1_CBS_domain-containing_protein_Loigolactobacillus_coryniformis

WP_122914111.1_CBS_domain-containing_protein_Brevibacillus_panacihumi

WP_078556697.1_CBS_domain-containing_protein_Bacillus_alkalicellulosilyticus

WP_205003623.1_CBS_domain-containing_protein_Scopulibacillus_daqui

WP_191277063.1_CBS_domain-containing_protein_Neobacillus_kokaensis

WP_090840630.1_CBS_domain-containing_protein_Alkalicoccus_daliensis

WP_008589628.1_MULTISPECIES_CBS_domain-containing_protein_Salimicrobium

WP_125552384.1_CBS_domain-containing_protein_Loigolactobacillus_jiayinensis

WP_096181122.1_CBS_domain-containing_protein_Effusibacillus_lacus

WP_009765673.1_MULTISPECIES_CBS_domain-containing_protein_Sporosarcina

UniRef90_A0A370GWL3_1_146/1-146_CBS_domain_protein_n_1_Tax_Falsibacillus_pallidus_TaxID_493781_RepID_A0A370GWL3_9BACI_E_val_6.8e-48

WP_029498084.1_CBS_domain-containing_protein_Kurthia_huakuii

WP_054665160.1_CBS_domain-containing_protein_Lacticaseibacillus_camelliae

WP_024625131.1_CBS_domain-containing_protein_Lactiplantibacillus_fabifermentans

WP_119970949.1_CBS_domain-containing_protein_Clostridium_fermenticellae

WP_073155509.1_CBS_domain-containing_protein_Seinonella_peptonophila

WP_004816464.1_CBS_domain-containing_protein_Anaerococcus_hydrogenalis

WP_066196424.1_CBS_domain-containing_protein_Gracilibacillus_timonensis

WP_077109381.1_MULTISPECIES_CBS_domain-containing_protein_Bacillaceae

WP_054757776.1_CBS_domain-containing_protein_Liquorilactobacillus_satsumensis

UniRef90_A0A1A5XRW2_3_143/1-141_CBS_domain-containing_protein_n_5_Tax_Brevibacillus_TaxID_55080_RepID_A0A1A5XRW2_9BACL_E_val_5.7e-45

WP_106534626.1_CBS_domain-containing_protein_Planomicrobium_soli

WP_153835350.1_MULTISPECIES_CBS_domain-containing_protein_Gracilibacillus

WP_069653103.1_CBS_domain-containing_protein_Enterococcus_plantarum

UniRef90_UPI0012E10BF0_3_144/1-142_CBS_domain-containing_protein_n_1_Tax_Oceanobacillus_salinisoli_TaxID_2678611_RepID_UPI0012E1_E_val_2e-35

WP_157326291.1_MULTISPECIES_CBS_domain-containing_protein_Paenibacillus

WP_213116495.1_CBS_domain-containing_protein_Neobacillus_rhizophilus

WP_076556804.1_CBS_domain-containing_protein_Salimicrobium_flavidum

WP_077614513.1_CBS_domain-containing_protein_Caenibacillus_caldisaponilyticus

UniRef90_A0A150MGH3_5_145/1-141_Uncharacterized_protein_n_4_Tax_Geobacillus_TaxID_129337_RepID_A0A150MGH3_9BACI_E_val_1.2e-47

WP_125545848.1_CBS_domain-containing_protein_Levilactobacillus_lindianensis

WP_066125211.1_CBS_domain-containing_protein_Globicatella_sanguinis

WP_035177232.1_CBS_domain-containing_protein_Lentilactobacillus_farraginis

WP_106840359.1_CBS_domain-containing_protein_Brevibacillus_fortis

WP_003722873.1_CBS_domain-containing_protein_Listeria_monocytogenes

WP_172239319.1_CBS_domain-containing_protein_Saccharibacillus_endophyticus

WP_137643975.1_CBS_domain-containing_protein_Lactiplantibacillus_plajomi

WP_057766196.1_CBS_domain-containing_protein_Cytobacillus_praedii

WP_218100523.1_CBS_domain-containing_protein_Paenibacillus_allorhizosphaerae

WP_006447515.1_MULTISPECIES_CBS_domain-containing_protein_Alicyclobacillus

WP_137606419.1_CBS_domain-containing_protein_Lactiplantibacillus_daoliensis

WP_259872238.1_CBS_domain-containing_protein_Aquibacillus_koreensis

WP_010580836.1_CBS_domain-containing_protein_Liquorilactobacillus_vini

WP_171685052.1_CBS_domain-containing_protein_Paenibacillus_planticolens

WP_213022351.1_CBS_domain-containing_protein_Brevibacillus_reuszeri

WP_142642147.1_CBS_domain-containing_protein_Psychrobacillus_vulpisWP_151699242.1_CBS_domain-containing_protein_Psychrobacillus_glaciei

WP_125753413.1_CBS_domain-containing_protein_Lacticaseibacillus_baoqingensis

WP_168849817.1_MULTISPECIES_CBS_domain-containing_protein_Lactobacillaceae

UniRef90_A0A1L8QXT2_7_149/1-143_Uncharacterized_protein_n_2_Tax_Enterococcus_aquimarinus_TaxID_328396_RepID_A0A1L8QXT2_9ENTE_E_val_8.9e-23

WP_026905960.1_CBS_domain-containing_protein_Paucisalibacillus_globulus

WP_081696056.1_CBS_domain-containing_protein_Aneurinibacillus_aneurinilyticus

WP_033672263.1_CBS_domain-containing_protein_Bacillus_gaemokensis

WP_217069529.1_CBS_domain-containing_protein_Evansella_tamaricis

WP_091494587.1_CBS_domain-containing_protein_Amphibacillus_marinus

WP_000623577.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_191698568.1_CBS_domain-containing_protein_Solibacillus_faecavium

WP_156290488.1_CBS_domain-containing_protein_Oceanobacillus_salinisoli

WP_125479279.1_CBS_domain-containing_protein_Mesobacillus_subterraneus

WP_080874896.1_CBS_domain-containing_protein_Oceanobacillus_timonensis

WP_018921386.1_CBS_domain-containing_protein_Salsuginibacillus_kocurii

WP_136829198.1_CBS_domain-containing_protein_Robertmurraya_kyonggiensis

WP_018369922.1_CBS_domain-containing_protein_Streptococcus_marimammalium

WP_034547828.1_MULTISPECIES_CBS_domain-containing_protein_Carnobacterium

WP_029099042.1_CBS_domain-containing_protein_Brevibacillus_thermoruber

WP_183239975.1_CBS_domain-containing_protein_Anoxybacillus_mongoliensis

WP_013488358.1_CBS_domain-containing_protein_Evansella_cellulosilytica

WP_163177013.1_CBS_domain-containing_protein_Bacillus_mesophilus

WP_047067754.1_MULTISPECIES_CBS_domain-containing_protein_Brevibacillus

WP_057894946.1_CBS_domain-containing_protein_Lacticaseibacillus_brantae

WP_142791245.1_CBS_domain-containing_protein_Lentibacillus_cibarius

WP_003085346.1_CBS_domain-containing_protein_Streptococcus_porcinus

WP_038540648.1_CBS_domain-containing_protein_Neobacillus_sedimentimangrovi

WP_235763851.1_CBS_domain-containing_protein_Oceanobacillus_alkalisoli

WP_057878043.1_CBS_domain-containing_protein_Levilactobacillus_paucivorans

WP_029691512.1_CBS_domain-containing_protein_Streptococcus_hyovaginalis

UniRef90_A0A0A2TBK8_1_142/1-142_Uncharacterized_protein_n_2_Tax_Pontibacillus_yanchengensis_TaxID_462910_RepID_A0A0A2TBK8_9BACI_E_val_6.3e-36

WP_057996755.1_CBS_domain-containing_protein_Fredinandcohnia_humi

WP_078391312.1_CBS_domain-containing_protein_Alkalihalobacillus_patagoniensis

UniRef90_UPI0019624468_1_145/1-145_CBS_domain-containing_protein_n_3_Tax_Bacillales_TaxID_1385_RepID_UPI0019624468_E_val_2.8e-48

WP_062197709.1_CBS_domain-containing_protein_Massilibacterium_senegalense

WP_089745774.1_CBS_domain-containing_protein_Granulicatella_balaenopterae

WP_085992529.1_CBS_domain-containing_protein_Oceanobacillus_senegalensis

UniRef90_A0A2N6RAG5_1_143/1-143_CBS_domain-containing_protein_n_2_Tax_Bacillaceae_TaxID_186817_RepID_A0A2N6RAG5_9BACI_E_val_7.1e-56

WP_244679704.1_CBS_domain-containing_protein_Lederbergia_wuyishanensis

WP_074597524.1_CBS_domain-containing_protein_Sediminibacillus_halophilus

UniRef90_UPI001117A57C_1_144/1-144_CBS_domain-containing_protein_n_1_Tax_Brevibacillus_sp._CHY01_TaxID_1844116_RepID_UPI001117A5_E_val_8.6e-38

WP_071389512.1_CBS_domain-containing_protein_Anaerobacillus_alkalidiazotrophicus

WP_189008612.1_CBS_domain-containing_protein_Paenibacillus_marchantiophytorum

UniRef90_A0A1G7BNI8_1_144/1-144_CBS_domain-containing_protein_n_2_Tax_Bhargavaea_TaxID_941338_RepID_A0A1G7BNI8_9BACL_E_val_4.6e-42

WP_146924961.1_CBS_domain-containing_protein_Alkalibacterium_kapii

WP_147665057.1_CBS_domain-containing_protein_Cerasibacillus_terrae

WP_061585571.1_CBS_domain-containing_protein_Streptococcus_gordonii

WP_191713920.1_MULTISPECIES_CBS_domain-containing_protein_Planococcaceae

WP_056945072.1_CBS_domain-containing_protein_Levilactobacillus_namurensis

WP_050352590.1_MULTISPECIES_CBS_domain-containing_protein_Virgibacillus

UniRef90_UPI000D114BB5_7_143/1-137_CBS_domain-containing_protein_n_1_Tax_Lysinibacillus_timonensis_TaxID_2086577_RepID_UPI000D11_E_val_2.1e-41

WP_010301923.1_CBS_domain-containing_protein_Kurthia_senegalensis

WP_021291739.1_MULTISPECIES_CBS_domain-containing_protein_Virgibacillus

WP_230226195.1_CBS_domain-containing_protein_Allobaculum_mucolyticum

WP_010493780.1_MULTISPECIES_CBS_domain-containing_protein_Lacticaseibacillus

WP_006702881.1_CBS_domain-containing_protein_Granulicatella_elegans

WP_097159851.1_CBS_domain-containing_protein_Bacillus_oleivorans

WP_134341262.1_CBS_domain-containing_protein_Filobacillus_milosensis

WP_147058456.1_CBS_domain-containing_protein_Sporosarcina_luteola

WP_173729895.1_CBS_domain-containing_protein_Calidifontibacillus_erzurumensis

WP_036106281.1_CBS_domain-containing_protein_Listeria_grayi

WP_074043545.1_MULTISPECIES_CBS_domain-containing_protein_Geobacillus

WP_005590833.1_MULTISPECIES_CBS_domain-containing_protein_Streptococcus

WP_138125071.1_CBS_domain-containing_protein_Pseudalkalibacillus_caeni

WP_139840748.1_CBS_domain-containing_protein_Gottfriedia_acidiceleris

WP_089062907.1_CBS_domain-containing_protein_Virgibacillus_phasianinus

WP_110929250.1_CBS_domain-containing_protein_Bacillus_massiliglaciei

WP_049690891.1_CBS_domain-containing_protein_Anaerococcus_jeddahensis

WP_025083459.1_CBS_domain-containing_protein_Latilactobacillus_fuchuensis

WP_010498102.1_CBS_domain-containing_protein_Ligilactobacillus_acidipiscis

WP_003691681.1_CBS_domain-containing_protein_Ligilactobacillus_ruminis

WP_139604453.1_CBS_domain-containing_protein_Paenibacillus_hemerocallicola

WP_077589761.1_CBS_domain-containing_protein_Planococcus_lenghuensis

UniRef90_A0A0J5GUZ3_1_140/1-140_CBS_domain-containing_protein_YkuL_n_1_Tax_Bacillus_sp._LL01_TaxID_1665556_RepID_A0A0J5GUZ3_9BAC_E_val_1.3e-48

WP_010096827.1_CBS_domain-containing_protein_Ornithinibacillus_scapharcae

WP_094921181.1_CBS_domain-containing_protein_Lottiidibacillus_patelloidae

WP_013904018.1_CBS_domain-containing_protein_Streptococcus_parasanguinis

WP_199542992.1_CBS_domain-containing_protein_Streptococcus_vicugnae

WP_126049707.1_CBS_domain-containing_protein_Siminovitchia_acidinfaciens

WP_126822095.1_CBS_domain-containing_protein_Vagococcus_entomophilus

WP_090083900.1_CBS_domain-containing_protein_Lentibacillus_persicus

WP_042535293.1_CBS_domain-containing_protein_Oceanobacillus_oncorhynchi

WP_037288880.1_CBS_domain-containing_protein_Saccharibacillus_sacchari

WP_119882817.1_CBS_domain-containing_protein_Paenisporosarcina_cavernae

WP_211557443.1_cyclic_di-AMP_binding_protein_CbpA_Metabacillus_flavus

UniRef90_A0A1Q8US18_1_141/1-141_CBS_domain-containing_protein_n_25_Tax_Bacillaceae_TaxID_186817_RepID_A0A1Q8US18_PRIMG_E_val_8.4e-42

WP_124071125.1_CBS_domain-containing_protein_Filibacter_tadaridae

WP_174613095.1_CBS_domain-containing_protein_Virgibacillus_ihumii

WP_005606744.1_CBS_domain-containing_protein_Granulicatella_adiacens

WP_075981091.1_CBS_domain-containing_protein_Bacillus_massilionigeriensis

WP_003323892.1_CBS_domain-containing_protein_Alkalihalobacillus_alcalophilus

WP_122909392.1_CBS_domain-containing_protein_Brevibacillus_invocatus

WP_093334926.1_CBS_domain-containing_protein_Salibacterium_halotolerans

WP_003181307.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_057819630.1_CBS_domain-containing_protein_Schleiferilactobacillus_perolens

UniRef90_A0A0T6BPC0_1_147/1-147_CBS_domain-containing_protein_n_20_Tax_Bacillaceae_TaxID_186817_RepID_A0A0T6BPC0_9BACI_E_val_1.1e-78

UniRef90_A0A3G6UR34_1_147/1-147_CBS_domain-containing_protein_n_1_Tax_Bacillus_sp._FJAT-42376_TaxID_2014076_RepID_A0A3G6UR34_9BA_E_val_3.5e-52

WP_025868866.1_MULTISPECIES_CBS_domain-containing_protein_Enterococcus

WP_185637076.1_CBS_domain-containing_protein_Listeria_swaminathanii

WP_153862628.1_CBS_domain-containing_protein_Fundicoccus_ignavus

WP_166853297.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_046332841.1_CBS_domain-containing_protein_Lactobacillus_kimbladii

WP_003126670.1_MULTISPECIES_CBS_domain-containing_protein_Enterococcus
WP_028790880.1_MULTISPECIES_CBS_domain-containing_protein_Tetragenococcus

WP_054675762.1_CBS_domain-containing_protein_Lacticaseibacillus_sharpeae

WP_054668959.1_CBS_domain-containing_protein_Lentilactobacillus_senioris

WP_010334057.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_107995120.1_CBS_domain-containing_protein_Trichococcus_paludicola

WP_095217472.1_MULTISPECIES_CBS_domain-containing_protein_Terribacillus

WP_223420243.1_CBS_domain-containing_protein_Anaerococcus_murdochii

WP_136352812.1_CBS_domain-containing_protein_Metabacillus_sediminilitoris

WP_119111702.1_CBS_domain-containing_protein_Mesobacillus_zeae

WP_128281121.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_073200630.1_CBS_domain-containing_protein_Gracilibacillus_kekensis

WP_038183532.1_MULTISPECIES_CBS_domain-containing_protein_Viridibacillus

WP_106196116.1_CBS_domain-containing_protein_Alkalibacterium_olivapovliticus

WP_057909265.1_CBS_domain-containing_protein_Lentilactobacillus_parabuchneri

WP_036064099.1_CBS_domain-containing_protein_Listeria_grandensis

UniRef90_UPI000404C2BD_1_143/1-143_CBS_domain-containing_protein_n_1_Tax_Aneurinibacillus_terranovensis_TaxID_278991_RepID_UPI00_E_val_3.7e-38

UniRef90_A0A5J4JLG6_1_146/1-146_CBS_domain-containing_protein_YkuL_n_9_Tax_Bacillaceae_TaxID_186817_RepID_A0A5J4JLG6_9BACI_E_val_2.1e-51

WP_003385765.1_CBS_domain-containing_protein_Brevibacillus_borstelensis

WP_125579737.1_CBS_domain-containing_protein_Lacticaseibacillus_suibinensis

UniRef90_G2SQZ4_2_147/1-146_CBS_domain-containing_protein_n_10_Tax_Ligilactobacillus_ruminis_TaxID_1623_RepID_G2SQZ4_LIGR2_E_val_1.9e-21

WP_209424211.1_CBS_domain-containing_protein_Anoxybacillus_suryakundensis

WP_200129002.1_CBS_domain-containing_protein_Salicibibacter_cibarius

UniRef90_A0A0R2LC24_2_141/1-140_CBS_domain-containing_protein_n_2_Tax_Ligilactobacillus_pobuzihii_TaxID_449659_RepID_A0A0R2LC24__E_val_2.1e-20

WP_188332275.1_MULTISPECIES_CBS_domain-containing_protein_Alicyclobacillus

UniRef90_U1WL85_10_144/1-135_CBS_domain_protein_n_4_Tax_Aneurinibacillus_TaxID_55079_RepID_U1WL85_ANEAE_E_val_2.5e-29

WP_034635856.1_CBS_domain-containing_protein_Bacillus_manliponensis

WP_188857076.1_CBS_domain-containing_protein_Oceanobacillus_indicireducens

WP_154309250.1_CBS_domain-containing_protein_Metabacillus_lacus

WP_008472827.1_CBS_domain-containing_protein_Lactobacillus_gigeriorum

WP_166911120.1_CBS_domain-containing_protein_Saccharococcus_thermophilus

WP_134382129.1_CBS_domain-containing_protein_Jeotgalibacillus_salarius

WP_084244833.1_MULTISPECIES_CBS_domain-containing_protein_Planomicrobium

WP_153126262.1_CBS_domain-containing_protein_Bacillus_tepidiphilus

WP_053584532.1_CBS_domain-containing_protein_Lysinibacillus_contaminans

WP_127457179.1_CBS_domain-containing_protein_Paenibacillus_chondroitinus

WP_003330030.1_CBS_domain-containing_protein_Schinkia_azotoformans

WP_000623574.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_093726750.1_CBS_domain-containing_protein_Terribacillus_halophilus

WP_230573354.1_CBS_domain-containing_protein_Bacillus_rhizoplanae

WP_010739237.1_MULTISPECIES_CBS_domain-containing_protein_Enterococcus

WP_058990280.1_CBS_domain-containing_protein_Anaerococcus_rubeinfantis

WP_216829563.1_CBS_domain-containing_protein_Alkalihalobacterium_elongatum

WP_006907894.1_CBS_domain-containing_protein_Facklamia_hominis

WP_046132274.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_016252195.1_CBS_domain-containing_protein_Enterococcus_cecorum

WP_135108139.1_CBS_domain-containing_protein_Lentibacillus_salicampi

WP_191812543.1_CBS_domain-containing_protein_Cytobacillus_stercorigallinarum

WP_164507560.1_CBS_domain-containing_protein_Loigolactobacillus_zhaoyuanensis

WP_039105160.1_CBS_domain-containing_protein_Levilactobacillus_brevis

WP_066252437.1_CBS_domain-containing_protein_Neobacillus_drentensis

WP_054736240.1_CBS_domain-containing_protein_Secundilactobacillus_similis

WP_034989909.1_CBS_domain-containing_protein_Liquorilactobacillus_sucicola

WP_104056294.1_CBS_domain-containing_protein_Jeotgalibacillus_proteolyticus

WP_026105115.1_CBS_domain-containing_protein_Halalkalibacterium_ligniniphilum

UniRef90_A0A417YKY0_4_143/1-140_CBS_domain-containing_protein_n_2_Tax_Oceanobacillus_TaxID_182709_RepID_A0A417YKY0_9BACI_E_val_9.4e-37

UniRef90_A0A0N7I4U0_7_141/1-135_CBS_domain-containing_protein_n_20_Tax_Lactobacillus_TaxID_1578_RepID_A0A0N7I4U0_9LACO_E_val_1.4e-17

WP_188880523.1_CBS_domain-containing_protein_Alicyclobacillus_cellulosilyticus

WP_230914009.1_CBS_domain-containing_protein_Agrilactobacillus_fermenti

WP_015777720.1_CBS_domain-containing_protein_Anaerococcus_prevotii

WP_135367704.1_CBS_domain-containing_protein_Levilactobacillus_suantsaiihabitans

WP_036088900.1_MULTISPECIES_CBS_domain-containing_protein_Listeria

UniRef90_UPI000C1BE874_5_144/1-140_CBS_domain-containing_protein_n_1_Tax_Lentibacillus_sediminis_TaxID_1940529_RepID_UPI000C1BE8_E_val_2.6e-41

WP_024121221.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_181677279.1_CBS_domain-containing_protein_Listeria_rustica

WP_095655046.1_CBS_domain-containing_protein_Virgibacillus_profundi

WP_042533725.1_CBS_domain-containing_protein_Anoxybacillus_ayderensis

WP_125767470.1_CBS_domain-containing_protein_Lapidilactobacillus_wuchangensis

WP_057826889.1_CBS_domain-containing_protein_Ligilactobacillus_aviarius

WP_188205638.1_CBS_domain-containing_protein_Alkalibacillus_aidingensis

WP_071395499.1_CBS_domain-containing_protein_Bacillus_tuaregi

WP_000623569.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_097147848.1_CBS_domain-containing_protein_Ureibacillus_acetophenoni

WP_002878360.1_CBS_domain-containing_protein_Lactobacillus_delbrueckii

WP_003641533.1_MULTISPECIES_CBS_domain-containing_protein_Lactiplantibacillus

WP_213109500.1_CBS_domain-containing_protein_Lederbergia_citrisecundus

WP_015010358.1_CBS_domain-containing_protein_Amphibacillus_xylanus

WP_051382039.1_MULTISPECIES_CBS_domain-containing_protein_Sediminibacillus

WP_036070979.1_CBS_domain-containing_protein_Listeria_aquatica

WP_163530273.1_CBS_domain-containing_protein_Halobacillus_ihumii

WP_112788409.1_CBS_domain-containing_protein_Dolosigranulum_pigrum

WP_094884065.1_CBS_domain-containing_protein_Virgibacillus_indicus

WP_115450327.1_CBS_domain-containing_protein_Neobacillus_piezotolerans

WP_044895655.1_CBS_domain-containing_protein_Bacillus_alveayuensis

WP_263288912.1_CBS_domain-containing_protein_Liquorilactobacillus_hordei

WP_016200945.1_MULTISPECIES_CBS_domain-containing_protein_Bacillaceae

WP_218091083.1_CBS_domain-containing_protein_Paenibacillus_solanacearum

WP_176864292.1_CBS_domain-containing_protein_Simiaoa_sunii

WP_034285719.1_CBS_domain-containing_protein_Domibacillus_aminovorans

WP_203628722.1_CBS_domain-containing_protein_Lentilactobacillus_fungorum

WP_035710075.1_CBS_domain-containing_protein_Salibacterium_aidingense

UniRef90_A0A1U7EAA9_15_146/1-132_Uncharacterized_protein_n_2_Tax_Jeotgalibaca_TaxID_1470540_RepID_A0A1U7EAA9_9LACT_E_val_2.1e-23

WP_192597442.1_CBS_domain-containing_protein_Sporosarcina_limicola

UniRef90_UPI00137AD44A_6_145/1-140_CBS_domain-containing_protein_n_1_Tax_Enterococcus_diestrammenae_TaxID_1155073_RepID_UPI00137_E_val_3.8e-18

WP_117900231.1_CBS_domain-containing_protein_Eubacterium_ventriosum

WP_041122245.1_CBS_domain-containing_protein_Jeotgalibacillus_alimentarius

WP_207029031.1_CBS_domain-containing_protein_Vagococcus_fluvialis

WP_011065807.1_CBS_domain-containing_protein_Oceanobacillus_iheyensis

UniRef90_UPI000829F684_4_142/1-139_CBS_domain-containing_protein_n_1_Tax_Oceanobacillus_damuensis_TaxID_937928_RepID_UPI000829F6_E_val_7e-37

WP_003341260.1_MULTISPECIES_CBS_domain-containing_protein_Brevibacillus

WP_118874824.1_CBS_domain-containing_protein_Lysinibacillus_yapensis

WP_018705316.1_CBS_domain-containing_protein_Siminovitchia_fordii

WP_057871118.1_CBS_domain-containing_protein_Liquorilactobacillus_ghanensis

WP_002295789.1_MULTISPECIES_CBS_domain-containing_protein_Enterococcus

WP_126829743.1_CBS_domain-containing_protein_Vagococcus_fessus

WP_059350645.1_CBS_domain-containing_protein_Bacillus_coahuilensis

WP_035053981.1_CBS_domain-containing_protein_Carnobacterium_pleistocenium

WP_097040159.1_CBS_domain-containing_protein_Terribacillus_aidingensis

WP_027954032.1_CBS_domain-containing_protein_Halobacillus_kuroshimensis

WP_254495732.1_CBS_domain-containing_protein_Salirhabdus_salicampi

WP_212572543.1_CBS_domain-containing_protein_Streptococcus_oriscaviae

WP_042407322.1_CBS_domain-containing_protein_Parageobacillus_caldoxylosilyticus

WP_098350855.1_MULTISPECIES_CBS_domain-containing_protein_Bacillaceae

WP_191707123.1_CBS_domain-containing_protein_Ureibacillus_galli

WP_009559546.1_CBS_domain-containing_protein_Lactobacillus_pasteurii

WP_188646016.1_CBS_domain-containing_protein_Marinithermofilum_abyssi

WP_124564879.1_CBS_domain-containing_protein_Ectobacillus_antri

WP_023390893.1_CBS_domain-containing_protein_Abiotrophia_defectiva

WP_125583858.1_CBS_domain-containing_protein_Levilactobacillus_cerevisiae

WP_146622094.1_CBS_domain-containing_protein_Enterococcus_florum

WP_007883901.1_CBS_domain-containing_protein_Roseburia_inulinivorans

WP_171564722.1_MULTISPECIES_CBS_domain-containing_protein_Bacillales

UniRef90_A0A0R1M7H4_1_141/1-141_CBS_domain-containing_protein_n_4_Tax_Liquorilactobacillus_TaxID_2767888_RepID_A0A0R1M7H4_9LACO_E_val_2.4e-22

WP_137599290.1_CBS_domain-containing_protein_Enterococcus_nangangensis

WP_188376238.1_CBS_domain-containing_protein_Halobacillus_andaensis

WP_031404733.1_MULTISPECIES_CBS_domain-containing_protein_Geobacillus

WP_088932513.1_MULTISPECIES_CBS_domain-containing_protein_Enterococcus

WP_041057142.1_CBS_domain-containing_protein_Jeotgalibacillus_campisalis

UniRef90_UPI0004933287_3_145/1-143_CBS_domain-containing_protein_n_1_Tax_Virgibacillus_alimentarius_TaxID_698769_RepID_UPI000493_E_val_2.7e-37

WP_205135686.1_CBS_domain-containing_protein_Virgibacillus_halotolerans

WP_155286433.1_CBS_domain-containing_protein_Lacticaseibacillus_zhaodongensis

UniRef90_A0A0R2EX10_9_140/1-132_CBS_domain-containing_protein_n_1_Tax_Schleiferilactobacillus_similis_DSM_23365___JCM_2765_TaxID_E_val_7.3e-19

WP_013173155.1_CBS_domain-containing_protein_Salisediminibacterium_selenitireducens

WP_142608570.1_CBS_domain-containing_protein_Psychrobacillus_soli

WP_002066926.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_041099679.1_CBS_domain-containing_protein_Bacillus_badius

UniRef90_S5Z2Z2_5_144/1-140_CBS_domain-containing_protein_n_3_Tax_Geobacillus_TaxID_129337_RepID_S5Z2Z2_BACPJ_E_val_6.1e-53

WP_121130343.1_CBS_domain-containing_protein_Oceanobacillus_bengalensis

WP_106450929.1_CBS_domain-containing_protein_Trichococcus_alkaliphilus

WP_040375977.1_CBS_domain-containing_protein_Peribacillus_psychrosaccharolyticus

WP_015694979.1_CBS_domain-containing_protein_Melissococcus_plutonius

UniRef90_A0A0A5I6W9_1_146/1-146_CBS_domain-containing_protein_n_1_Tax_Pontibacillus_halophilus_JSM_076056___DSM_19796_TaxID_1385_E_val_1.2e-42

UniRef90_A0A0Q3WZJ4_1_146/1-146_CBS_domain-containing_protein_n_4_Tax_Bacillaceae_TaxID_186817_RepID_A0A0Q3WZJ4_9BACI_E_val_9.8e-50

WP_185956160.1_CBS_domain-containing_protein_Melghirimyces_algeriensis

WP_213224307.1_CBS_domain-containing_protein_Lacticaseibacillus_chiayiensis

WP_023615088.1_CBS_domain-containing_protein_Mesobacillus_boroniphilus

WP_120107059.1_CBS_domain-containing_protein_Paenibacillus_pinisoli

UniRef90_UPI000825B94A_1_147/1-147_CBS_domain-containing_protein_n_1_Tax_Metabacillus_fastidiosus_TaxID_1458_RepID_UPI000825B94A_E_val_6e-64

WP_008429816.1_CBS_domain-containing_protein_Planococcus_donghaensis

WP_204500458.1_CBS_domain-containing_protein_Aquibacillus_albus

UniRef90_A0A0R1TY07_1_144/1-144_CBS_domain-containing_protein_n_1_Tax_Ligilactobacillus_apodemi_DSM_16634___JCM_16172_TaxID_1423_E_val_1.8e-19

UniRef90_UPI000F8265ED_5_143/1-139_CBS_domain-containing_protein_n_1_Tax_Brevibacillus_marinus_TaxID_2496837_RepID_UPI000F8265ED_E_val_1.3e-30

WP_224075033.1_CBS_domain-containing_protein_Planococcus_chinensis

WP_047753402.1_MULTISPECIES_CBS_domain-containing_protein_Geobacillus

WP_057733566.1_CBS_domain-containing_protein_Levilactobacillus_hammesii

WP_057915118.1_CBS_domain-containing_protein_Peribacillus_muralis
WP_119116136.1_CBS_domain-containing_protein_Peribacillus_asahii

WP_125696575.1_MULTISPECIES_CBS_domain-containing_protein_Lacticaseibacillus

WP_042979559.1_CBS_domain-containing_protein_Bacillus_clarus

WP_033016227.1_CBS_domain-containing_protein_Geobacillus_stearothermophilus

WP_100796296.1_CBS_domain-containing_protein_Viridibacillus_soli

WP_095288594.1_MULTISPECIES_CBS_domain-containing_protein_Paenibacillus

WP_071153571.1_CBS_domain-containing_protein_Planococcus_faecalis

WP_126111999.1_CBS_domain-containing_protein_Jeotgalibaca_ciconiae

WP_003199926.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_204552179.1_CBS_domain-containing_protein_Bacillus_ectoiniformans

WP_026800710.1_CBS_domain-containing_protein_Pontibacillus_halophilus

WP_168008658.1_CBS_domain-containing_protein_Alkalicoccus_luteus

WP_098825682.1_CBS_domain-containing_protein_Secundilactobacillus_silagincola

WP_010286671.1_CBS_domain-containing_protein_Kurthia_massiliensis

WP_016175253.1_CBS_domain-containing_protein_Enterococcus_saccharolyticus

WP_016183539.1_CBS_domain-containing_protein_Enterococcus_columbae

WP_126659216.1_MULTISPECIES_CBS_domain-containing_protein_Lysinibacillus

UniRef90_UPI001ADF4401_1_147/1-147_CBS_domain-containing_protein_n_1_Tax_Bacillus_sp._RG28_TaxID_2820819_RepID_UPI001ADF4401_E_val_3.2e-46

WP_117325319.1_CBS_domain-containing_protein_Peribacillus_saganii

WP_134687101.1_CBS_domain-containing_protein_Brevibacillus_migulae

WP_034978546.1_MULTISPECIES_CBS_domain-containing_protein_Lactobacillus

WP_062305548.1_CBS_domain-containing_protein_Alicyclobacillus_sendaiensis

WP_077276632.1_CBS_domain-containing_protein_Vagococcus_penaei

WP_020451200.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_230496863.1_CBS_domain-containing_protein_Pseudoneobacillus_rhizosphaerae

WP_066233807.1_CBS_domain-containing_protein_Geobacillus_jurassicus

WP_018659823.1_CBS_domain-containing_protein_Allofustis_seminis

WP_069644793.1_CBS_domain-containing_protein_Enterococcus_ureasiticus

WP_091632203.1_CBS_domain-containing_protein_Alkalibacterium_gilvum

WP_166008126.1_CBS_domain-containing_protein_Vagococcus_coleopterorum

WP_101178736.1_CBS_domain-containing_protein_Niallia_nealsonii

WP_197315598.1_MULTISPECIES_CBS_domain-containing_protein_Halobacillus

WP_110518510.1_CBS_domain-containing_protein_Alteribacter_lacisalsi

WP_190996440.1_CBS_domain-containing_protein_Peribacillus_faecalis

WP_018370734.1_CBS_domain-containing_protein_Streptococcus_massiliensis

WP_066461571.1_CBS_domain-containing_protein_Caryophanon_latum

WP_100011111.1_CBS_domain-containing_protein_Lentibacillus_sediminis

UniRef90_A0A264W6C7_1_142/1-142_CBS_domain-containing_protein_n_3_Tax_Planococcaceae_TaxID_186818_RepID_A0A264W6C7_9BACL_E_val_4.1e-40

WP_056969138.1_CBS_domain-containing_protein_Lacticaseibacillus_thailandensis

WP_008356907.1_CBS_domain-containing_protein_Bacillus_xiamenensis

UniRef90_A0A516KF57_2_143/1-142_CBS_domain-containing_protein_n_1_Tax_Radiobacillus_deserti_TaxID_2594883_RepID_A0A516KF57_9BACI_E_val_6.4e-40

UniRef90_UPI0007401B94_19_154/1-136_CBS_domain-containing_protein_n_1_Tax_Alkalihalobacillus_shacheensis_TaxID_1649580_RepID_UPI0_E_val_9.8e-30

WP_172255661.1_CBS_domain-containing_protein_Bacillus_haikouensis

WP_125570779.1_CBS_domain-containing_protein_Lacticaseibacillus_songhuajiangensis

WP_071856970.1_CBS_domain-containing_protein_Enterococcus_hermanniensis

WP_034564187.1_CBS_domain-containing_protein_Carnobacterium_gallinarum

WP_089120566.1_CBS_domain-containing_protein_Secundilactobacillus_pentosiphilus

WP_010530381.1_CBS_domain-containing_protein_Lentibacillus_jeotgali

WP_020280408.1_CBS_domain-containing_protein_Lentilactobacillus_otakiensis

WP_079529677.1_CBS_domain-containing_protein_Halobacillus_hunanensis

WP_114352406.1_CBS_domain-containing_protein_Saliterribacillus_persicus

WP_022626956.1_CBS_domain-containing_protein_Alkalihalophilus_marmarensis

WP_028393019.1_MULTISPECIES_CBS_domain-containing_protein_Bacillaceae

WP_020088332.1_CBS_domain-containing_protein_Levilactobacillus_parabrevis

WP_223700413.1_CBS_domain-containing_protein_Sutcliffiella_deserti

WP_117322814.1_CBS_domain-containing_protein_Peribacillus_glennii

WP_025005988.1_MULTISPECIES_CBS_domain-containing_protein_Lactobacillus

WP_053475425.1_CBS_domain-containing_protein_Cytobacillus_solani

WP_129079071.1_CBS_domain-containing_protein_Anaerobacillus_alkaliphilus

WP_003467221.1_CBS_domain-containing_protein_Gracilibacillus_halophilus

WP_125681773.1_CBS_domain-containing_protein_Levilactobacillus_yonginensis

WP_044893933.1_CBS_domain-containing_protein_Bacillus_alveayuensis

WP_003746711.1_CBS_domain-containing_protein_Listeria_seeligeri

WP_210144970.1_CBS_domain-containing_protein_Lactobacillus_taiwanensis

WP_018374431.1_CBS_domain-containing_protein_Streptococcus_merionis

WP_101539980.1_CBS_domain-containing_protein_Anaerococcus_octavius

UniRef90_A0A1L8PJ80_8_141/1-134_CBS_domain-containing_protein_n_1_Tax_Alkalibacterium_sp._20_TaxID_1798803_RepID_A0A1L8PJ80_9LAC_E_val_2.8e-21

UniRef90_A0A1H9KLR5_3_140/1-138_CBS_domain-containing_protein_n_1_Tax_Piscibacillus_halophilus_TaxID_571933_RepID_A0A1H9KLR5_9BA_E_val_6.5e-30

WP_013056036.1_MULTISPECIES_CBS_domain-containing_protein_Bacillaceae

WP_036098933.1_CBS_domain-containing_protein_Listeria_riparia

WP_047982959.1_CBS_domain-containing_protein_Ornithinibacillus_californiensis

UniRef90_UPI001CF990A0_1_141/1-141_CBS_domain-containing_protein_n_1_Tax_Bacillus_carboniphilus_TaxID_86663_RepID_UPI001CF990A0_E_val_3.2e-47

UniRef90_A0A2W0HNU2_3_144/1-142_CBS_domain-containing_protein_n_2_Tax_Bacillaceae_TaxID_186817_RepID_A0A2W0HNU2_9BACI_E_val_7.2e-32

WP_090563081.1_CBS_domain-containing_protein_Psychrobacillus_psychrodurans

WP_096154818.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_035021751.1_CBS_domain-containing_protein_Carnobacterium_viridans

WP_120117152.1_CBS_domain-containing_protein_Siminovitchia_terrae

UniRef90_UPI0005AA46CB_1_144/1-144_CBS_domain-containing_protein_n_1_Tax_Bacillus_rubiinfantis_TaxID_1499680_RepID_UPI0005AA46CB_E_val_6.9e-44

UniRef90_UPI000380A0AF_3_143/1-141_CBS_domain-containing_protein_n_1_Tax_Salsuginibacillus_kocurii_TaxID_427078_RepID_UPI000380A_E_val_3.2e-33

WP_008461139.1_CBS_domain-containing_protein_Lactobacillus_equicursoris

WP_173065772.1_CBS_domain-containing_protein_Neobacillus_endophyticus

WP_251512523.1_CBS_domain-containing_protein_Oceanobacillus_luteolus

WP_063167393.1_MULTISPECIES_CBS_domain-containing_protein_Geobacillus

WP_050339332.1_MULTISPECIES_CBS_domain-containing_protein_Lactiplantibacillus

WP_137608535.1_CBS_domain-containing_protein_Enterococcus_pingfangensis

WP_066169530.1_CBS_domain-containing_protein_Metasolibacillus_fluoroglycofenilyticus

WP_061522074.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_009854799.1_CBS_domain-containing_protein_Streptococcus_gallolyticus

WP_092650868.1_CBS_domain-containing_protein_Isobaculum_melis

UniRef90_UPI000288F9E9_4_142/1-139_CBS_domain-containing_protein_n_1_Tax_Oceanobacillus_massiliensis_TaxID_1465765_RepID_UPI0002_E_val_2.1e-36

WP_034281593.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus

WP_183185452.1_CBS_domain-containing_protein_Anoxybacillus_voinovskiensis

WP_069665045.1_CBS_domain-containing_protein_Enterococcus_termitis

WP_057974583.1_CBS_domain-containing_protein_Dellaglioa_algida

WP_003327263.1_MULTISPECIES_CBS_domain-containing_protein_Bacillus_subtilis_group

WP_149473835.1_CBS_domain-containing_protein_Oceanobacillus_polygoni

WP_120192647.1_MULTISPECIES_CBS_domain-containing_protein_Sinobaca

WP_117301564.1_CBS_domain-containing_protein_Planococcus_salinarum

WP_092505168.1_CBS_domain-containing_protein_Virgibacillus_subterraneus

WP_083857158.1_CBS_domain-containing_protein_Falseniella_ignava

WP_066140148.1_CBS_domain-containing_protein_Lederbergia_lenta

WP_068622929.1_CBS_domain-containing_protein_Trichococcus_ilyis

WP_224881634.1_CBS_domain-containing_protein_Alkalihalobacillus_algicola

WP_085030117.1_CBS_domain-containing_protein_Halobacillus_mangrovi

WP_060669282.1_MULTISPECIES_CBS_domain-containing_protein_Bacillaceae

WP_027825076.1_CBS_domain-containing_protein_Lactobacillus_psittaci

WP_154549203.1_CBS_domain-containing_protein_Lactobacillus_porci

WP_006532895.1_MULTISPECIES_CBS_domain-containing_protein_Streptococcus

WP_233449175.1_CBS_domain-containing_protein_Levilactobacillus_suantsaii

WP_069640719.1_CBS_domain-containing_protein_Enterococcus_ureilyticus

WP_053417622.1_MULTISPECIES_CBS_domain-containing_protein_Viridibacillus

WP_055740598.1_CBS_domain-containing_protein_Margalitia_shackletonii

WP_090397250.1_CBS_domain-containing_protein_Natribacillus_halophilus

WP_163103132.1_CBS_domain-containing_protein_Peribacillus_alkalitolerans

WP_042218267.1_CBS_domain-containing_protein_Lactococcus_garvieae

WP_018380548.1_CBS_domain-containing_protein_Streptococcus_thoraltensis

WP_057757354.1_CBS_domain-containing_protein_Lapidilactobacillus_dextrinicus

WP_081189176.1_MULTISPECIES_CBS_domain-containing_protein_Parageobacillus

WP_071308476.1_CBS_domain-containing_protein_Anaerobacillus_alkalilacustris

WP_018131560.1_CBS_domain-containing_protein_Effusibacillus_pohliae

WP_151534028.1_CBS_domain-containing_protein_Cytobacillus_depressus

WP_146947041.1_CBS_domain-containing_protein_Metabacillus_litoralis

WP_058306964.1_CBS_domain-containing_protein_Gracilibacillus_massiliensis

WP_101330209.1_CBS_domain-containing_protein_Halalkalibacillus_sediminis

WP_240375095.1_CBS_domain-containing_protein_Bacillus_piscicola

WP_110394002.1_CBS_domain-containing_protein_Pseudogracilibacillus_auburnensis

WP_184521797.1_CBS_domain-containing_protein_Bacillus_benzoevorans

WP_057903768.1_CBS_domain-containing_protein_Loigolactobacillus_bifermentans

WP_066395445.1_CBS_domain-containing_protein_Neobacillus_mesonae

WP_181471354.1_CBS_domain-containing_protein_Halobacillus_locisalis

WP_048000102.1_CBS_domain-containing_protein_Lactiplantibacillus_herbarum

WP_132768077.1_CBS_domain-containing_protein_Tepidibacillus_fermentans

WP_012811001.1_CBS_domain-containing_protein_Alicyclobacillus_acidocaldarius

WP_004040000.1_CBS_domain-containing_protein_Lactobacillus_intestinalis

WP_239256487.1_CBS_domain-containing_protein_Listeria_ilorinensis

WP_010759252.1_CBS_domain-containing_protein_Enterococcus_pallens

WP_092092532.1_CBS_domain-containing_protein_Pisciglobus_halotolerans

WP_019117572.1_MULTISPECIES_CBS_domain-containing_protein_Anaerococcus

WP_068440638.1_CBS_domain-containing_protein_Lentibacillus_amyloliquefaciens

WP_125598743.1_CBS_domain-containing_protein_Lapidilactobacillus_achengensis

WP_053427454.1_CBS_domain-containing_protein_Rossellomorea_marisflavi

WP_057804483.1_CBS_domain-containing_protein_Levilactobacillus_acidifarinae

UniRef90_UPI001AE548BC_5_142/1-138_CBS_domain-containing_protein_n_1_Tax_Virgibacillus_natechei_TaxID_1216297_RepID_UPI001AE548B_E_val_1.7e-39

WP_193537004.1_CBS_domain-containing_protein_Cytobacillus_luteolus

WP_034314084.1_MULTISPECIES_CBS_domain-containing_protein_Bacillaceae

WP_076767176.1_CBS_domain-containing_protein_Domibacillus_epiphyticus

WP_160912893.1_MULTISPECIES_CBS_domain-containing_protein_Halobacillus

WP_053436647.1_CBS_domain-containing_protein_Sporosarcina_globispora

WP_005396840.1_CBS_domain-containing_protein_Helcococcus_kunzii

WP_184403299.1_CBS_domain-containing_protein_Geomicrobium_halophilum

WP_048732061.1_CBS_domain-containing_protein_Levilactobacillus_koreensis

WP_025080955.1_CBS_domain-containing_protein_Lactobacillus_hamsteri

WP_116552858.1_CBS_domain-containing_protein_Pueribacillus_theae

WP_054788629.1_CBS_domain-containing_protein_Gracilibacillus_dipsosauri

WP_143083173.1_CBS_domain-containing_protein_Alteribacillus_iranensis

WP_078409307.1_CBS_domain-containing_protein_Priestia_abyssalis

WP_075617382.1_CBS_domain-containing_protein_Paenisporosarcina_indica

WP_007086949.1_CBS_domain-containing_protein_Neobacillus_bataviensis

WP_020155708.1_CBS_domain-containing_protein_Caldibacillus_debilis

WP_114916234.1_CBS_domain-containing_protein_Oceanobacillus_zhaokaii

WP_077320272.1_CBS_domain-containing_protein_Virgibacillus_proomii

WP_041965605.1_CBS_domain-containing_protein_Mesobacillus_selenatarsenatis

WP_003687612.1_CBS_domain-containing_protein_Liquorilactobacillus_mali

WP_253363320.1_CBS_domain-containing_protein_Streptococcus_gallinaceus

WP_004228716.1_CBS_domain-containing_protein_Streptococcus_criceti

WP_034538427.1_CBS_domain-containing_protein_Carnobacterium_inhibens

WP_229672295.1_CBS_domain-containing_protein_Pullulanibacillus_camelliae

WP_010649596.1_CBS_domain-containing_protein_Oceanobacillus_massiliensis

WP_057737310.1_CBS_domain-containing_protein_Liquorilactobacillus_uvarum

WP_019152970.1_CBS_domain-containing_protein_Robertmurraya_massiliosenegalensis
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Supplementary Data 1
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Supplementary Data Legend: 

Supplementary Data 1. CBS domain phylogenetic tree. DarB proteins used in the ConSurf 
analysis are coloured in green. 

Supplementary Data 2. ID of the Rel sequences that were used in the ConSurf analysis. 

Supplementary Data 3. ID of the DarB sequences that were used in the ConSurf analysis. 
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