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Title: Chromosome size matters: genome evolution in the cyperid clade
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FIG. S11. Minimum holoploid genome sizes (Mbp) across 60 families of seed plants. Data were compiled from
our study (Cyperaceae and Juncaceae: shown in blue) and from the Plant DNA C-values database (Pellicer and
Leitch, 2020) for the other 58 families. Only families with at least 20 observations from five different genera were

included in the figure, which omitted the family Lentibulariaceae among others.


