
1.0

Blattella_germanica_densovirus_1_NC_005041

Aedes_albopictus_densovirus_5_strain_GZ05_KX603698

Lone_star_tick_densovirus_1_isolate_RTS55_KX774632

Acheta_domesticus_mini_ambidensovirus_isolate_Kalamazoo_NC_022564

Aedes_albopictus_densovirus_2_X74945

Solenopsis_invicta_densovirus_isolate_SiDNV-Arg_NC_022748

Culex_pipiens_densovirus_NC_012685

Infectious_hypodermal_and_hematopoietic_necrosis_virus_NC_002190

Human_CSF-associated_densovirus_KX035107

Viltain_virus_isolate_DrosEU07_Viltain_2014_KX648535

Diaphorina_citri_densovirus_NC_030296

Mute_swan_feces_associated_ambidensovirus_4_MW588058

Bombus_cryptarum_densovirus_isolate_bcry3_MF998085

Sitobion_miscanthi_densovirus_strain_Yuanyang_MF083940

Planococcus_citri_densovirus_NC_004289

Mythimna_loreyi_densovirus_NC_005341

Helicoverpa_armigera_densovirus_NC_015718

Pseudoplusia_includens_densovirus_NC_019492

Fenneropenaeus_chinensis_hepandensovirus_isolate_egdb6_KR492909

Penaeus_stylirostris_penstyldensovirus_1_NC_039043

Cherax_quadricarinatus_densovirus_NC_026943

Ambidensovirus_sp._MF094135

Hordeum_marinum_Itera-like_densovirus_KM576800

Myzus_persicae_densovirus_NC_005040

Parus_major_densovirus_isolate_PmDNV-JL_NC_031450

Sibine_fusca_densovirus_NC_018399

Myzus_persicae_nicotianae_densovirus_strain_SDMPN_KT239104

Mosquito_densovirus_BR/07_NC_015115

Blattella_germanica_densovirus-like_virus_JQ320376

Ambidensovirus_CaaDV1_strain_CH-OY-1_KY548840

Aedes_aegypti_densovirus_2_strain_0814616_NC_012636

Penaeus_monodon_hepandensovirus_2_EU247528

Mute_swan_feces_associated_ambidensovirus_5_MW588059

Mute_swan_feces_associated_ambidensovirus_7_MW588061

Dysaphis_plantaginea_densovirus_isolate_2-11-2002_NC_034532

Bombyx_mori_densovirus_1_NC_003346

Haemagogus_equinus_densovirus_AY605055

Aedes_albopictus_C6/36_cell_densovirus_AY095351

Aedes_albopictus_densovirus_isolate_NC01_L3_MH550148

Periplaneta_fuliginosa_densovirus_NC_000936

Mute_swan_feces_associated_ambidensovirus_6_MW588060

Sea_star-associated_densovirus_NC_038532

Penaeus_monodon_penstyldensovirus_2_isolate_East_Africa_AY124937

Mute_swan_feces_associated_ambidensovirus_3_MW588057

Aedes_albopictus_C6/36_cell_densovirus_AY310877

Linvill_Road_virus_isolate_LivillRoadVirus_Pennsylvania.K_11_1_KX648536

Penaeus_monodon_hepandensovirus_4_NC_011545

Mosquito_densovirus_HB-3_KM975734

Mute_swan_feces_associated_ambidensovirus_2_MW588056

Decapod_hepandensovirus_1_isolate_MED4_KT316245

Culex_pipiens_pallens_densovirus_strain_YN05217_EF579771

Dendrolimus_punctatus_densovirus_NC_006555

Penaeus_chinensis_hepandensovirus_isolate_egdb9_KR492912

Galleria_mellonella_densovirus_NC_004286

Ambidensovirus_sp._isolate_CMRBtDV4_MG693112

Danaus_plexippus_plexippus_iteravirus_isolate_Granby_NC_023842

Junonia_coenia_densovirus_NC_004284

Papilio_polyxenes_densovirus_NC_018450

Acheta_domesticus_densovirus_NC_004290

Lupine_feces-associated_densovirus_2_isolate_South_Douro_KY214444

Helicoverpa_armigera_densovirus_JQ894784

Casphalia_extranea_densovirus_NC_004288

Culex_densovirus_strain_CDenV/Madera-1_MH188042

Anopheles_gambiae_densonucleosis_virus_NC_011317

Penaeus_monodon_hepandensovirus_1_NC_007218

Mute_swan_feces_associated_ambidensovirus_1_MW588055

Diatraea_saccharalis_densovirus_NC_001899

48

100

44

100

100

100

95

99

76

51

95

100

79

95

53

86

42

100

100

32

100

41

99

98

83

67

35

86

51

55

100

100

91

99

28

98

89

51

34

11
99

100

20

54


