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Figure S1: Control Day 12 BP. Network diagram of
significantly enriched GO biological process terms for
the human orthologs of Chinese hamster genes
detected in Control Day 12 samples. The small gray
nodes show individual genes and larger beige nodes
indicate GO terms. The size of the beige nodes is
proportional to the number of genes with that GO term
and the colored lines indicate the GO category for which
a gene belongs to.
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protein_stabilization Fllgure S2: ITachte-stressgd Day 12 BP. Network
diagram of significantly enriched GO biological process
CHPA terms for the human orthologs of Chinese hamster
TRIM44 genes detected in Lactate-stressed Day 12 samples.

The small gray nodes show individual genes and larger
beige nodes indicate GO terms. The size of the beige
ANK?2 nodes is proportional to the number of genes with that
HSPD1 GO term and the colored lines indicate the GO category
for which a gene belongs to.



GeneRatio

Ribosome -

Coronavirus disease - COVID-19

o
—
(&)
o

p.adjust
Necroptosis -
0.15
0.10
Folate biosynthesis - ®
0.05

c0 534 c12 146 st12 130
(238)  (76) (58)
Cluster

Figure S3: KEGG Pathway analysis of observed eccDNA genes. Node size is
proportional to the number of genes found in the pathway, while the node color
indicates the pathway’s statistical significance.



Figure S4: Control Day 12 biogenesis map.
Chromosome-scale heatmap of eccDNA sequences
observed for the Control Day 12 samples. Frequency
of observed eccDNA is shown in color; low (white) to
high (red).



Figure S5: Lactate-stressed Day 12
biogenesis map. Chromosome-scale heatmap of
eccDNA sequences observed for the Lactate-stressed
Day 12 samples. Frequency of observed eccDNA is
shown in color; low (white) to high (red).



