S1. Cytokine-cytokine receptor interaction pathway

CYTOKINE-CYTOKINE RECEPTOR. INTERACTION

The class I helical cytokines
Chemokines y-chain utilising L5 2-like
CC subfamily CHC subfarily
-
CHCLL
—>[cxcRi] (o =
CCLLY
CHCR
234
L7
[cxcre] |—»/cxcrs] 131
L35

TNF Family TGF-f family

Interferon faraily

IL1Fg

[cF |—

hurman

hornan J vori e

C subfamily
The class I helical cytoldnes
HCL1 IL10025-like

ILIFi0

133

IL17-like c ytokines

IL17C
ILIID

CHIC subfarmily

o
%
5
[
5
2

Data on KEGG graph
Rendered by Pathview




S2. Viral protein interaction with cytokine and cytokine receptor pathway

| VIEAL PROTEM INTERACTION WITH CYTOKINE AND CYTOKINE RECEPTOR |
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S3. Chemokine signaling pathway

| cHEMOKINE sioNALING PaTHWAY |
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S4. Cell adhesion molecules pathway
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Endothelial cells

IMMUNE S¥Y STEM

Cotatoxis

APC
(DC, Maerophage) 1 Cell S Targetcell

Tight junction

Leukoe
transendofhelial
migration

Leukocyte

|
ITAM
ITGB2

Platelet

T eell receptor

signaling pathway
Data on KEGG graph
Rendered by Pathview

NEURAL SYSTEM

Menron

Heron
(presynaptic)

TG40
TR oand |
|
TG A4
ITGET

[ SELL Byl

CD34

SELP SELP
aLal SELE

PECAMI PECAML
CDw CDoy

PVE.

[cD22s

PVEL2
CL5%

(postsymagptic)

Selhwrann cell Henron
T Ling) (axon)

HMode

]

HMF126

[ soc |

Paranode

Ep&elial cells 1

[ wFLss —enmn

CHTRAF

Jwrta-
paranode

[enTHz—]cHz

Schwrann cell (rmyeling

i H
i (aon

Haode
HERCAR]

MEASC
—
CHTH1

CHTH1

CHTAF]

o |

CHTHZ

CHINEFD

Tight
& dherens
Junction

Speratd Sertolicell

ITGB1

Ciliarybody
Pigment MNon-pigroent
epithelia epithelia




S5. Antigen processing and presentation pathway
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S6. Jak-stat signaling pathway
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S8.Natural killer cell mediated cytotoxicity pathway
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S9. Thl and Th2 cell differentiation pathway
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S10. Th17 cell differentiation pathway
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S11. T cell receptor signaling pathway
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S12. Intestinal immune network for IgA production pathway
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S13. Type | diabetes mellitus pathway
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S14. African trypanosomiasis pathway
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S15. PD-L1 expression and PD-1 checkpoint pathway in cancer
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S16. Autoimmune thyroid disease pathway
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S17. Inflammatory bowel disease pathway
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S18. Rheumatoid arthritis pathway
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S19. Allograft rejection pathway
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S20. Graft-versus-host disease pathway
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S21. Primary immunodeficiency pathway
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S22. Viral myocarditis pathway
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GSEA analysis

S23. Gene sets enriched In
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