single-stranded AAV plasmid (pssAAV2
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Bsrl: cuts within the genome but does not cut in the ITR
Smal: cuts within the ITR but does not cut in the genome
Mspl: cuts within both the ITR and the genome

self-complementary AAV plasmid (pscAAV2)
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Bsrl: cuts within the genome but does not cut in the ITR
Smal: cuts within both the ITR and the genome
Mspl: cuts within both the ITR and the genome

S5 Fig. Schematic of restriction digestion reactions for pssAAV2 and pscAAV2. The location of the ITR2 and eGFP target
sequences are shown with black bars above the corresponding regions in the undigested plasmid. Select recognition sites are
indicated with red lines and the enzymatically digested products are shown for each digestion reaction. For the sake of clarity,
not all restriction sites within the AAV genome are indicated. The Smal recognition sequence (CCCGGG) overlaps the Mspl
sequence (CCGQG).



