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Extended Data Fig. 2a
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20 cm 15% TBE-Urea gel ran until Bromophenol Blue (BB) dye reached
the end of the gel. Cap1 and Cap2 oligos run in the middle part of the gel
between BB (10 nts) and Xylene Cyanol (XC - 40 nts) dyes,
corresponding to the expected range of 17-22 nts.



Extended Data Fig. 6¢c
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Extended Data Fig.8a Extended Data Fig.8b
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