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SUPPLEMENTARY TABLE LEGENDS

Table S1. Summary of the 9,715 samples included in the study by dataset.

Table S2. Metadata of the 9,715 samples included in the study.

Table S3. PERMANOVA on same vs different individual genetic distance separation for each
prevalent gut SGB.

Table S4. List of profiled SGBs in stool samples, taxonomic classification, and strain identity
thresholds.

Table S5. List of profiled SGBs in saliva samples, taxonomic classification, and strain identity
thresholds.

Table S6. Exclusion of samples phylogenetically close (≤0.0015 SNV rate) to MAGs of
microorganisms obtained from fermented foods.

Table S7. Post-hoc Dunn two-sided tests on gut microbiome person-to-person strain sharing
rates across human relationships. Multiple testing-corrected P values (Benjamini–Hochberg
procedure) are reported in the Padj column.

Table S8. Kruskal-Wallis tests and Post-hoc Dunn tests on gut strain- or species-level
similarities (Bray-Curtis, Aitchison, and Jaccard) within households, in non-cohabiting
individuals of the same population, and in individuals from different populations.

Table S9. Gut SGB mother-infant, household, and intrapopulation transmissibility.

Table S10. Post-hoc Dunn two-sided tests on mother-offspring gut strain sharing rates
across offspring age categories. Multiple testing-corrected P values (Benjamini–Hochberg
procedure) are reported in the Padj column.

Table S11. Wilcoxon rank-sum two-sided tests on stool microbiome observed richness
(number of SGBs detected with MetaPhlAn) in age categories of offspring from wWsternized
as compared to non-Westernized populations.

Table S12. Wilcoxon rank-sum two-sided tests on mother-offspring gut strain sharing rates in
age categories of offspring from Westernized as compared to non-Westernized populations.

Table S13. Wilcoxon rank-sum two-sided tests on the number of shared strains between
stool samples of mothers and offspring in age categories of offspring from Westernized as
compared to non-Westernized populations.

Table S14. Wilcoxon rank-sum two-sided tests on mother-offspring gut strain sharing rates in
age categories of offspring delivered by C-section as compared to vaginally-delivered
offspring.

Table S15. Spearman's tests on consistency of gut SGB mother-infant transmissibility across
datasets (two-sided).

Table S16. Gut SGB mother-infant transmissibility (Chi2 tests, two-sided).



Table S17. Wilcoxon rank-sum two-sided tests on gut strain sharing rates by cohabiting
individuals as compared to non-cohabiting individuals.

Table S18. Post-hoc Dunn two-sided tests on gut strain sharing rates among family
relationships. Multiple testing-corrected P values (Benjamini–Hochberg procedure) are
reported in the Padj column.

Table S19. Wilcoxon rank-sum two-sided tests on gut strain sharing rates between
monozygotic twins (MZ) as compared to dizygotic twins (DZ) by 10-year age categories.

Table S20. Gut SGB household transmissibility and twin transmissibility (Chi2 tests,
two-sided).

Table S21. Spearman's tests on consistency of gut SGB household transmissibility across
datasets (two-sided).

Table S22. Post-hoc Dunn two-sided tests on gut strain sharing rates within household
members, within villages, within populations, and interpopulations. Multiple testing-corrected
P values (Benjamini–Hochberg procedure) are reported in the Padj column.

Table S23. Wilcoxon rank-sum two-sided tests on gut strain sharing rates among
non-cohabiting individuals in the same village as compared to among villages.

Table S24. Gut SGB intrapopulation transmissibility (Chi2 tests, two-sided).

Table S25. Spearman's tests on consistency of gut SGB intrapopulation transmissibility
across datasets (two-sided).

Table S26. Kruskal-Wallis tests and Post-hoc Dunn tests on oral strain- or species-level
similarities (Bray-Curtis, Aitchison, and Jaccard) within households, in non-cohabiting
individuals of the same population, and in individuals from different populations.

Table S27. Post-hoc Dunn two-sided tests on mother- and father-offspring oral strain sharing
rates across age categories. Multiple testing-corrected P values (Benjamini–Hochberg
procedure) are reported in the Padj column.

Table S28. Post-hoc Dunn two-sided tests on oral strain sharing rates among family
relationships.

Table S29. Post-hoc Dunn two-sided tests on oral mother- as compared to father-offspring
strain sharing rates by age categories. Multiple testing-corrected P values
(Benjamini–Hochberg procedure) are reported in the Padj column.

Table S30. Oral SGB mother-infant, household, and intrapopulation transmissibility.

Table S31. Oral SGB mother-infant transmissibility (Chi2 tests, two-sided).

Table S32. Oral SGB household transmissibility (Chi2 tests, two-sided).

Table S33. Spearman's one-sided tests on SGB transmissibility and their median relative
abundance and prevalence in metagenomes.

Table S34. SGB predicted phenotypical traits.



Table S35. Reproducibility assessment of the SGB-specific strain identity thresholds in
independent FMT datasets.

SUPPLEMENTARY TUTORIAL
A tutorial describing the procedure we followed to assess strain sharing is available at
https://github.com/biobakery/MetaPhlAn/wiki/Strain-Sharing-Inference

https://github.com/biobakery/MetaPhlAn/wiki/Strain-Sharing-Inference
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