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Figure S1. Antigenic sites of RBD-2 subgroups, related to Figure 1. Antigenic site footprints 

for RBD-2 subgroups RBD-2a, -2b, -2c, and -2d, approximated by docking a Fab into a negative 

stain electron microscopy map of spike bound to a representative antibody from the indicated 

epitope community, are highlighted by an orange outline. 

 

  



 

Figure S2. Block neutralization of SARS-CoV-2 pseudovirus bearing VoC spike proteins 

with additional CoVIC panel antibodies, related to Figure 2. Neutralization of SARS-CoV-2 

pseudovirus with 250ng/mL antibody. Antibodies are organized by their predicted binding site or 

are uncategorized. Neutralization activity is expressed as the percentage of infected cells in the 

presence of antibody relative to cells infected in the absence of antibody. 

 

  



 

Figure S3. Omicron BA.4/5 and BA2.12.1 pseudovirus neutralization by select antibodies 

that potently neutralize Omicron BA.1, BA1.1, and BA.2, related to Figures 2 and 4. A) 

Neutralization titers against pseudovirus bearing D614G, BA2.12.1, and BA.4/5 spike for CoVIC 

antibodies that potently neutralized Omicron BA.1, BA1.1, and BA.2 in the block neutralization 

assay. B) Neutralization curves for BA.4/5 pseudoviruses. Error bars are ± SEM.  



 

Figure S4. Binding kinetics of D614G spike ectodomains to IgG and Fabs, related to Figure 

5. Surface plasmon resonance experiments comparing the binding kinetics of IgG (A) and Fab 

(B) to D614G spike. For each sample, experimental data (gray line) and 1:1 fitted curve (colored 

lines) are shown. Spike concentrations range from 0.3-32nM. KD, ka, and kd values for each 

interaction are indicated. 

  



Table S1. Neutralization activity of all items in the CoVIC panel against pseudovirus 

bearing major SARS-CoV-2 VoCs, related to Figures 2 and S2. Neutralization activity is 

expressed as the percentage of infected cells in the presence of 250ng/mL or 25µg/mL antibody 

relative to cells infected in the absence of antibody. 


