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Supplemental Figure 1. Association between BRCA1 and T cells
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Supplemental Figure 1. Association between BRCA1 and T cells. (A) Violin plots for various T cell

markers, BRCAI, and BRCA?2 expression in different immune subsets’; TRM: tissue resident memory. (B)

Association between pathogenic (or likely pathogenic) variants of BRCAI and subset T cell signatures!.
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