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interactive webtool biomarker-atlas.nightingale.cloud. Source data are provided with this paper.

Analyses are adjusted for sex and sex-stratified analyses reported for sex-specific diseases (148 female diseases, 18 male
diseases; Supplementary Table 3).

Table 1 shows characteristics of the participants with NMR biomarker data currently available in the UK Biobank. The EDTA
plasma samples were picked randomly and are therefore representative of the 502,543 participants in the full cohort.

Recruitment of study participants in the UK Biobank is based on volunteer enrollment. Participants are therefore on average
more healthy than the general population. This results in lower disease rates than in the general population, but association
magnitudes of biomarkers with incident disease are expected to be minimally influenced by this.

The UK Biobank study was approved by the North West Multi-Centre Research Ethics Committee and all participants
provided written informed consent. The study protocol is available online (https://www.ukbiobank.ac.uk).

The UK Biobank is a cohort of 500,000 individuals. A random subset of around 120,000 samples were profiled by Nightingale Health's NMR
biomarker profiling platform in the first phase of the project. No specific procedure to determine the sample size was applied before the
analyses. This sample size was considered sufficient, as it is over 10-fold larger than most prior studies on metabolic biomarkers.

Biomarker values outside four interquartile ranges from median were considered outliers and excluded from the analyses.

For analyses of future incidence of a given disease, individuals with the same prevalent disease were excluded in order to remove samples
with an already existing clinical presentation of the disease.

The technical repeatability of the biomarker measurements was tested by blind duplicate samples as described in Supplementary Methods.
The biomarker associations measured by NMR were validated with those measured by clinical chemistry in case where overlapping
biomarkers were available in the UK Biobank (8 overlapping biomarkers). The biomarker associations were further replicated in a meta-
analysis of five independent cohorts from THL biobank for 14 overlapping endpoints.

Analyses were adjusted for age, sex and UK Biobank assessment centre.

Measurements of the metabolic biomarkers were conducted blinded prior to the linkage to the UK Biobank health outcomes.




