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Figure S4

AMPK signaling pathway related genes (upregulated)

YE (Y-Ex vs. Y-Ctrl)

Heart

OE (O-Ex vs. O-Ctrl)

Heart

Spinal cord

o Spinal cord
Brain Cerebellum |

Kidney Aorta__Liver Skeletal muscle __ Lung Brain Cerebellum |

Kidney Aorta__Liver Skeletal muscle

Lung

Intestine SpleenTestis

Intestine SpleenTestis
9 —

5 L4058, 99%99

Log,FC
2
Sc
digor’
Ppargcial 1
25
0

YE (Kidney, Aorta, Liver, Heart, Skeletal muscle) OE (Heart, Skeletal muscle, Lung, Brain, Cerebellum, Spinal cord)

Y-Ctrl Y-Ex
| L s T
S = —
= ~ g x
3 7 @
2 ey N\ o b 0.7440
2 ) v = © ° 0.0023 0.0250
E: B — 5 =
c c .
= O-Ctrl _ O-Ex S T = ¥
3 i | 7 g 5] 1
2= / X o a1
o
. 2 ot
S o
o

D e D R




Figure S5
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Figure S6
A

Enriched GO terms/pathways of rescued DEGs (downregulated)
of Y-Ex and O-Ex mice post-LPS treatment
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Figure S7
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Figure S8
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Figure S9
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Figure S10
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Figure S11
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