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Supplementary Figure S1. Principal component analysis (PCA) of the normalized bacterial
community composition data for 18 microalgal stock cultures (nine strains, two growth media).
All sequenced OTUs were included in the calculations and are shown as grey dots. Circles indicate
Conway and squares NORCE medium. For Phaeodactylum stock cultures inner connecting lines
indicate two distinct subclusters defined by culture medium (Conway or NORCE). Colors for circles
and squares indicate different sampling habitats with blue: Store Lungegardsvann, Bergen; green:
Arctic; light purple: Puddefjorden, Bergen, 2014; dark purple: Puddefjorden, Bergen, 1997; grey:
England; yellow: Scotland; red: Italy.
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