Supplementary Figure 1. Overview of study design. The study was comprised of an epidemiological study on Cohort 1 (n=416,379) and fecal

shotgun metagenomics sequencing study on Cohort 2 (n=513). The flowchart for the epidemiological study as well as the criteria for subject

selection on Cohort 1 was illustrated in (A). The Cohort 2 (n=513) was recruited for fecal shotgun metagenomics sequencing study and was

filtered based on criteria as illustrated in (B), resulting in a total of 314 samples with age and gender-matched appendectomy and control

groups at 1:1 ratio (157 vs 157). CRC, colorectal cancer; IBD, inflammatory bowel diseases; OR, odds ratio.
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