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Analysis of Mutational Effects 
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Analysis of Aggregation Conditions 

It is widely known that aggregation conditions can significantly influence fibril formation kinetics 
and the assortment of fibril cryo-EM structures published in recent years make it clear that this 
also influences fibril structure (see Figure 8 and accompanying discussion).  Given the scope of 
our data set, we took the opportunity to analyze the effects of buffer, salt, shaking speed, and αS 
concentration on aggregation rate.  We did this only among the familial mutations, where there are 
multiple experiments to compare for the same mutation, performed in different laboratories.  
Specifically, we categorized the conditions in the following ways: 

Buffer – Tris, PBS, or Other 

Salt – High, Low, or None (Other not included) 

Shaking Speed – Fast, Medium, Slow, or None (Other not included) 

αS Concentration – High, Normal, or Low (N/A not included) 

We removed the Other and N/A categories as noted since these could not easily be interpreted.  
For each familial mutant, then aggregation scores were averaged within these categories 

.  Those data are shown in Tables S7, S8, S9, and S10.  To examine 
the effects of switching from one condition to another for a given mutant and between two mutants, 
we created the heat maps (Figures S1, S2, S3, and S4) that accompany each table in 
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