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Fig. S1 Coomassie Blue Staining of P. gingivalis OMVs and P. gingivalis.



Fig. S2

Fig. S2 Characterization of hPDLCs. (A) Primary tissue culture under light microscopy. (B) Immunohistochemical staining showed
negative expression of keratin. (C) Immunohistochemical staining showed positive expression of vimentin.
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Fig. S3 The effect of different concentration of P. gingivalis OMVs on the viability of hPDLCs. (A) hPDLCs treated with
P. gingivalis OMVs (0-30 pg/ml) for 24h and viability measured by CCK-8 assay. (B) Representative images taken by
light microscopy.



Fig. S4

PUMA

ki B
s [ ] o
o (S

C g

10 KDa

55KDa
Tublin

——————

10 KDa

55 KDa

Tublin

—————r

00/‘,
Sc

NOXA - & 10 KDa

55 KDa

———]

=

®
*
=

mm CTRL
= =3 LPS
= OMVs

EN

Relative protein expression
SRS

<

PUMA NOXA

inhibitor-NC+OMVs

55

o

3 CTRL

S 4 OMVs

% ..
3, mimics

= mimics-NC
g 2 inhibitortOMVs
°

2

K]

S

o

°

PUMA NOXA

3 * *
2 * . == CTRL
é = omvs
g 4 B3 Vector
£ =3 CBX5-OE
g N B3 CBX5-OE+OMVs
A
£
3
& 0

PUMA NOXA

CTRL
OMVs
CBX5-shl
CBX5-sh2
SC

Relative protein expression

PUMA NOXA

Figure. S4 Western Blot and the densitometric analyses of PUMA and NOXA expression.
%
'p<0.05.



Fig. S5
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Fig. S5 Transcriptome sequencing analysis of hPDLCs administrated P. gingivalis OMVs. (A-B)
Volcano plot of P. gingivalis OMV's agains control and P. gingivalis LPS. (C) GO enrichment
analysis of P. gingivalis OMVs. (D-E) KEGG pathway analysis of P. gingivalis OMVs.



