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Figure S1- Distribution of studies per viral family per year (A). Correlation
between the number of viral families positive in the review and ZOVER
databases (B).



Bat species distribution and studied status per Brazilian state
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Figure S2- Bat species distribution and studied status per Brazilian state.
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Figure S3 - Number of bat species positive per viral family in ZOVER and the Review database.



Figure S1 - Distribution of studies per viral family per year (A). Correlation between the number
of viral families positive in the review and ZOVER databases (B).

Figure S2 - Bat species distribution and studied status per Brazilian state.

Figure S3 - Number of bat species positive per viral family in ZOVER and the Review
database.

Supplementary File 1 - List of all manuscripts reviewed in this study including the
methodologies employed for viral detection.

Supplementary File 2 - Detailed information of each manuscript data extracted.

Supplementary File 3 - Number of studies and number sequences available in ZOVER for
each bat species.

Supplementary File 4 - Additional stratification of manuscrits based on number of
methodologies for viral detection employed, methodology throughput, longitudinal sampling and
sample type investigated.



