CirGO Visualisation Plot
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Name & Proportion of Biological Processs (inner ring)
GO1 response to organic substance, 18.2%
mmm GO2 membrane organization, 17.0%
GO3 negative regulation of biological process, 14.0%
mmm GO4 galactose metabolic process, 10.6%
mmm GOS5 cell wall macromolecule metabolic process, 5.8%
GO6 anatomical structure development, 3.3%
mmm GO cell division, 3.2%
mmm GOS8 developmental process, 3.1%
mmm  cytokinesis, 2.8%
s multiceullar organismal process, 2.7%
mmm  cell population proliferation, 2.5%
mmm biological regulation, 2.5%
mmm cell cycle, 1.8%
mmm cellular component organization or biogenesis, 1.4%
response to stimulus, 1.3%
mmm protein folding, 1.2%
B microtubule-based process, 1.1%
mmm reproduction, 1.0%
reproductive process, 1.0%
mmm multi-organism process, 1.0%
cell wall organization or biogenesis, 1.0%
= biological process, 0.9%
(obsolete) protein complex biogenesis, 0.9%
mmm cellular process, 0.9%
mmm  catabolic process, 0.8%

Name & Proportion of Biological Processs (inner ring)

GO1 response to abiotic stimulus, 70.2%
mmm GO2 protein folding, 15.8%

GO83 response to stimulus, 11.9%
mmm cellular process, 1.6%

biological_process, 0.5%

Supplemental Figure S13. (A) All DEGs enriched GO terms identified under drought

stress. Each section is a single cluster representative. Different representatives are joined
Into a summarized section, visualized with different colors. Section size represents the P-

value of GO terms in the Uniprot database, (B) DEGs enriched GO terms identified under
heat stress.
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