(A) st3_Heat (B) st4 Heat

Protein processing in endoplasmic reticulum .
Fatty acid elongation .
Galactose metabolism{ # p.adjust
Count
@ - 0.1
) 0.2
_ Endocytosis{
p.adjust 03
Protein processing in endoplasmic reticulum . 0.05 04
0.06 '
0.07 Spliceosome{ ® Count
0.08 ® o
0.09
@ =
Sesquiterpenoid and triterpenoid biosynthesis{ ® . 30
Plant-pathogen interaction .
Phenylalanine, tyrosine and tryptophan biosynthesis{ ®
0.450 0.475 0.500 0.525 0.550 : : : :
GeneRatio 0.00 025 0.50 075
GeneRatio
st5_Heat st6_Heat
Flavonoid biosynthesis .
Protein processing in endoplasmic reticulum . Count Count
* 1
®: Flavone and flavonol biosynthesis | . L
®:
'. 3 . "
. 4 . .
. 5 Carotenoid biosynthesis| # .
5
6
Nitrogen metabolism{ # .
p.adjust

p.adjust Galactose metabolismy ®
0.05
0.10
Glutathione metabolism | 015
0.20

e = =

L . =

o = o
L J

Glutathione metabolism+ ®

Starch and sucrose metabolism #

0.2 0.4 06 01 02 03 04 05 06
GeneRatio GeneRatio

Supplemental Figure S15. KEGG functional enrich analysis of differentially expressed genes under heat
treatment at different sampling time points. (A) sampling time 3; (B) sampling time 4; (C) sampling time 5;
(D) sampling time 6. Significantly enriched pathways are with adjusted p-value < 0.05.
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