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Figure S1:
All the strongest up- or down-regulation phosphosites for each group.
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Figure S2: Network of all protein interactions. Highly-confident interactions are in red others
in blue.
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PGK1

FTL

CAPNS1

ITGB1

KRT8

HNRNPC

TPM2

PFKM

HSP90AB1

VIM

KRT7

PABPC1

CKMT1A

KRT5

HSP90B1

EZR

HSPA6

BTF3

LMNB1

SDHB

YWHAQ

CALR

RRM2

PHB

BCAP31

HSPA2

ATP5F1E

WDR4

ACTB

AP2B1

GNG5

ACTC1

H3−3A

PSME1

PPP2R5D

SEPTIN7

H2AC20

RNF20

HAUS3

LDHAL6A

TRAPPC6B

NOC3L

HSPH1

UFD1

NCAPG

NAA11

NUF2

POLR1E

AP5M1

RMND5A

PANK3

GRPEL1

DDX21

UCKL1

CHCHD3

FTSJ1

MAPRE3

RTRAF

STRAP

RTCB

FAM3A

GCFC2

NECAB2

KLC3

NMI

MID2

TRIM54

SPAG5

KIFC3

MAD1L1

KRT18
USHBP1

GFAP

KRT85

KRT71

KRT82

KRT80

KRT1KRT78
KRT86

KRT75

KRT6C

KRT4

KRT74

KRT72

KRT83

KRT19

KRT76KRT6B
KRT3

KRT2

KRT79

KRT77

UBE2D4

TRIM21

TRIM17

TRIM39

DAAM2

KRT20

CARD9

POLR2J POLR2J3

TRAPPC6A

SH2D3C

BAG3

ZNRD2

ATPAF2

FSBP

IPO13

TRAF1
GRIPAP1

RNF8

MAPK1

TRIM23

TRAF5

TRAF2

KATNAL1

BACH2

SH3GL2

VAC14

CAMK2B

TNPO3
CAMK2A

CAMK2D

LMO2

LMO3

LHX8
LMO1

UBE2D1

IPO8

DUSP21

TRIM50

TRIM42

TRIM27

EBP

NKG7

CD69

CLDND2
TEX264

EMP1

TMEM86A

SEC11C
GKN1

BET1

ZRANB1

REEP6

CYB561

CYB561A3

TSPAN33

TMBIM6

PLPP1

SNAP29

MFSD5

AMIGO1

SLAMF6

AGTRAP

TRARG1

UBE2K

UBE2E2

BMF

FXR2

CALCOCO2

TNIP3 TNIP1

GABARAPL2

GABARAPL1
MAP1LC3A

MAP1LC3B

ZBTB25

ZBTB49

ZBTB18

ZBTB2

DTNB

DNAL4

CIAPIN1

KLHL20

BCL6

ARSA

CCND1

CCND2

ZNF76

CYTH3

CYTH4

CYTH2

CYTH1

CDK6

CDK4

MYF5

ID3

TCF12

HAUS1

RPP30

KRT31

KRT37

KRT36

KRT34KRT33B

KRT24

TPM3

CFAP100

ZNF85

ZNF20

ZNF547

ZNF837

ZNF19

TRAF6

ZNF343

ZNF317

RBAK
ZNF57

ZNF417
ZNF572

MCC

THAP7

CEP63

KRT27

KRT38
KRT28

KRT26

ZNF175

ZNF473
ZNF668

ZNF792

ZNF250

VGLL1

ZNF829

ZNF286A

ZKSCAN8

DTNBP1

ZWINT

KRT15

KRT35

CCHCR1

AQP1

AQP6

TMEM80

ACTN1 ACTN3

MATR3
MATR3

TSPO2

TECR

MUC15

FAM210B

YIPF1

SLC7A8

YIPF2

TVP23B

TMEM50B
TMEM50A

RSPH3

ROPN1L

BBC3

KHDRBS2

POLDIP3

CCDC198

POMC
PAAT

SPATA22

POLL

PKP1

NEUROD4

MSGN1

TCF23

HAND2

ASCL3

NHLH2

MSC

ATOH7

NEUROG1

FIGLA

TAL2

ASCL4

FARS2

NFYC
POLE4

KATNBL1

TSPAN12

CDR2L

CEP70

C19orf25

TSGA10

NME5

DPY30

TRIB3

LDOC1

DRC7

CLEC2D

ZDHHC15

CD53

TMEM100

C11orf24

TNFSF14

BNIP2

CLEC4E

ELOVL4

GJA8

NEMP1

BUD23

METTL5

THUMPD3

THSD7A

NUDCD3

PIAS2

VAMP3

RNF126

PHF7

RNF14

MKRN2

PAFAH1B3

ZNF263

GMCL1

KCTD17

PSME2

MTMR7

MTMR8

MTMR9

TRIM2

TRIM3

KLHL2

EXOSC5

NECAB1

RBCK1

SKP1

PAICS

TMEM35A

TRAF3

THAP1

SH3GLB1

ARFIP2

RAC2

ASPA

ACY3

ABI3

LSM5

MYF6HAND1

TCF21

UBE2D2

HMBOX1

GNAI2

MEOX2

UBE2I

ZBTB8A

ZBTB24

ZBTB17

S100B

FBP2

ENOX1

ENOX2

LNX1

SSC4D

HEXIM2

ZBTB43

ZBTB26

HSF2BP

SPATC1L

C1QTNF6

KCTD10

KLHL8

CDK2AP1

CDK2AP2

DCP1B EDC3

SEPTIN12

TARBP2
PRKRA

KRT73

CARD10

CCDC120

KXD1

MOAP1

PNMA1

PNMA5

LSM1

CLNS1A

TRIM35

TRIM44

TSNAX

NUP58

NUP88

HSBP1

NME3

NME4

NME1

GORASP2

KCTD7

UBE2D3

PCGF1

MID1

DSTN

CAP2

CFL2

SENP1

ZNF629

PCID2

PIM1

EIF4E2

RBPMS

RBPMS2

NDUFAF4

LUZP4

ZNF275 ZNF835

ZNF497

ZNF408

ZNF552

ZNF648

ZNF48

RTL8C

LANCL2

FLI1

CD79A

MS4A2

PCYT1B
PCYT1A

CERS4

CIAO1

VTI1B

ITGAM

FAM174A

LAYN

SENP2

UBIAD1

HBQ1

CREB5

ESRRG
ESRRB

NR0B2

ESRRA

C9orf153

DYNLL1

AMOTL2

ATG4A

RASL12

POLE2

GON7

GEMIN2

PHAF1

NUBP2

PICK1

VAPA

GJB2

STX8

PRTFDC1

PPFIA1

FBXO28

SNAP23

STX16

STX4

STX1A

STX2

SNRPF

CRYBB3

CRYBB1

PACSIN2

PACSIN1PACSIN3

TM6SF1

ASGR1

MCEMP1

SH3KBP1

RAB11A

RAB3IP

RNMT

SLC35C2

PEX3

LEPROTL1

SCN3B

SYNDIG1

BSG

YIPF5

GOLGA2

CSNK2A1

CSNK2A2

TRIM41

ZSCAN22

REL

BANF2

ZNF24

AQP10

KCNJ2

DRAM1
TMEM140

SPAG4

PGRMC2

IL3RA

ARL2BP

UNC119

PDE6D

FA2H

TRAPPC5

VAMP4

SNAP25

GOSR2

TMEM60

JAGN1

AQP9

PBX4

C1orf216

KRT32

S100A1
S100P

JUP

KRT13

GAS8

PLEKHJ1

OCRL

KRT16
KRT14

KRT39

KRT40

AQP3

SSMEM1

TM6SF2

IMPDH2

FBXO3

GPR42

SLC30A8

CRYAB

MAGOHB

PRPSAP2

ZBTB16ZBTB7B

CEBPG

OPRM1

CD99L2

FAM209A

SLC30A4

TMPRSS4
FCGR1A

TLCD4

CLEC7A

CHFR

DTX2

RNF11

PGBD1

ZSCAN12

MSMO1

HBS1L

SPDYA

CCNI

SPDYE4

ZSCAN9

ZSCAN1

ZNF496

ZNF483

ZNF449

SFMBT2

BATF3

JDP2

EPC1

KLHL12

TSEN2

KRT17
KRT25

CYB561D2

SLC30A3

TEX12

FFAR2

PRKAG3

KLRC1

MS4A3

PRMT8

DYNLT1

TNNT1

TNNT2

ISL1

LHX2

LHX3

LHX4

LMO4

LHX9

ISL2

HBZ

HBG2

VPS25

VPS36

BRPF1

SNAPIN

KAT14

EIF4A3

ZNF232

EIF4E1B

NDEL1

SLC22A14

PCDHB14

FTH1

CTBP2

KLF3

BCL2L10

BCL2A1

CENPK

MALL

PDZK1IP1

TIMM17B

CENPO

ZBTB9

ZBTB48

RABL2B

RABL2A

ACOT7
ACOT12

ZBTB6

CBS
CBSL

S100A2

ZNF410

RSU1

TMCO6

GHITM

GSTA4

ZNF397

ZKSCAN4

ZSCAN23

MRGBP

PHF12

S100Z

SUSD3

CBARP

TSPYL1TSPYL2

NR1H4

NR1H3

RARB

NR1H2

RARG

UBL4B

SLC18A1

PLPP2

CLDN19

KEAP1

TMEM147

SPG21

FUCA2

ZSCAN29

PSPC1

TEAD2

TEAD4

TMEM176A

IPO11

PGRMC1

APPL2

APPL1

MPC1

ZNF213

ZNF394

BAIAP2L1

TARS1

TARS2

GPKOW

UBE2L6

TRIM69

LONRF1

VDR

SDC3

WAS

WASL

SAP30BP

NAP1L3

RRAS

RRAS2

KPNA6

ODAD1

SNX6

TNPO2

KLHL3

LMNB2

PITX1

GMEB2

CYGB

TMCC3

GSC2

EHHADH

LIN7B

LIN7A

TCF3

HOXA1

SORBS3

MBD2

FST

FNDC9

PPP1R2C

SH2D4A

PPP1R3C

PPP1R27

NRAC

KANK2

PPP1R11

RAP1GDS1

TAF6L

GMIP

TEX9

TP53BP2

LRRC25

GIMAP5

TMEM106B

MACROH2A2

MACROH2A1

BCL2L13

CSNK1D

RNF40

SMAD9

GYS1

ERCC2

KCNA1

GADD45G

YIPF4

SERGEF

RPS2

CRYBA1

MED28

NFE2L2

SEC22A

MXI1

KCNJ5

GMPPA

NGDN

TMEM237

NME7

VIPAS39

EIF3H

TFDP3

DPYSL5

WDR77

POLR2L

NDUFA8

CDCA8

POLR2G

PRPF3

PSMD8

MIS18A

BCL2L1

TRAPPC1

PRKAG1

IDH3G

STAG2

RCOR3
RCOR1

RAD9A

NIPSNAP1

TFDP1

NDUFS4

CDT1

ATP6AP1

RNASEH2C

RPP25

PRPF19

CPSF1

LSM2

NDUFB11

ADH1C

GAPDHS

H3C15

POLR3E

LDHA

TUBB8

ERCC4

PDHB

UQCRH

GNB1

RPS21

MRPL19

GSTA3

SNRPB2

C1QTNF9B

DSCC1

XRCC5

ETFB

RPA3

PSMB8

RPS10

POLR2F

CCNE2

CCNE1

RPL27A

DGUOK

PSMB6

POLD2

GTF2E2

CDKN1C

PRDX3

RFC5

ATP6V1G1

RPL7

RPN2

HADHB

EIF2S2

RPL32

CAPZB

PIP4K2B
PIP4K2C

CCNC

FNTB

PRIM2

CCNT1

CDK7

GTF2A2

SUCLA2

AIMP1

NAP1L4

EEF1E1

EIF4G1

UBE2V2

ACTR10

RPS14

RBM8A

RBBP5

WDR20

PPP1R8

PPP1R7

RPS11

SNRPG

RPL15

RPL35

H2AC1

SSBP3

MRPS5

MRPS9

MRPS24

MRPS11

CBX3

MAT2A

CDK5R1

MEF2C

GUCY1B1

RPL14

RPL35A

TAP2

DNM3

MTA1

COPS2

COPS3

G3BP2

UBA3

PLRG1

PPIL1

ECHDC2

POLA1

DPYSL3

EIF2B2

BRCC3

EXOSC6
PDK2

ELOB

ASB9

SF3B5

SF3A3
SF3A2

TAF6

EED

SUZ12

UCHL5

CUL4A

CUL4B

DDA1

INTS4 INTS9

ATG5

NABP2

THOC5

THOC1

CTR9

DSN1

FAHD2A

RRAGC

COPS5

COPS7B

RABGGTB

NELFA

ADSS2

EMC4

EMC10

EMC7

BBS4

CDC16

THOC3
DEPDC5

NUP107

NSMCE3

CBR4

PTCD3

MRPS33

GTF2H5

PMM2

PYCR1

MZT1

NUDT16L1

ADAT2

TRMT6

MIS12

TRIAP1

VPS26A

PSMD2

VBP1

EIF3D

MZT2A

STK26

NAA50

MRPL1

MRPL51

MRPL50

STT3B

MRPL38

MRPL40

CTC1

MRPL43

MRPL23

MRPL41

MRPL24

MRPL37

LAGE3

BABAM2

BRK1
NCKAP1

COMMD4

COMMD8

MRPL49

GADD45GIP1

EIF3L

SAE1

NXT1

TUBG1

STEAP1B

VASP

BTG1

BTG2

ANAPC13

ANAPC5

CPSF2

PADI3

RUVBL2

MRPS23

TP53RK

MRPS6

TIMM10

DAXX

SUPT5H

GNPDA2

ZCCHC8

UBL7

SEC24C

P3H1

NOP58

TRIM16L

RRAGD

DCTN5

RFPL1

MZT2B

REPS1

BRIX1

BTN3A1

PARD3

RMI1

CLTC

GAR1

VARS1

AKR7L

RPF2

RPRD1B

ELP6

DDX19A

ILF3

ZFR

PARVA

KCNC4

GTF2IRD2

PGAM2

NIP7

CNOT3

ATP5F1B

PCCB

ATP5PO

PIGS

ATP6V1E2

PPP1R2

BRD3

TOX4

MPP7

PARD6B

PSMA8

MCCC2

PSMG1

SPC24

CTIF

SMARCD2

STAT5B

TPM4

UBL4A

EIF3I

GTF3C3

HOMER1
SGF29

DDX3Y

SEPTIN4

KIF3B

SPCS2

NCAPG2

VPS50

CCNT2

GABRG2

MED20

ISY1

COPB2

CNOT6

TERF2

FHIP1B

BUB3

STK24

STRN

WDR26

SRPRA

TIMELESS

RBM25

EIF4G3

DDRGK1

PDE1B

GTF2H2C

TMED4

NCAPD2

CCDC93

GRIA4

GFOD2

YEATS4

PAXBP1

COPG1

TFEB

PFKFB4

HGS

TMED9

TGFBRAP1

UGT1A9

DCP1A

VGLL4

LARS1

EXOC2

PRKAR1B

ZW10

TLE4

ARPC1A

VPS18

KBTBD6

SIN3A

KAT8

SKA2

HAUS8

IFT74

EIF4ENIF1

PDK3

GSTM5

RAB11FIP3

XRCC1

ALPG

ELP1

SEL1L

MAGEA10

LAS1L

COG1

DNAJB11

DLST

NUP43

NPM3

SRP72

NOP10

EXOC8

TSC22D1

DENR

LIN9

ARCN1

SAMM50

BCAS4

SNPH

UBP1

DNAAF10

ALDH6A1

OXCT2

CAST

PAPSS1

ACD

NLGN4X

WDR83

USF2

AHCYL2

SYTL1

WDR35

ZC3H15

PRKX

PPP1R9B

BRD2

ECSIT

SAFB2

ASF1A

CENPU

SMARCD3

BIN3

EAF1

THBS3

ECH1

C2CD5

IFT20

COG7

NCKAP1L

ROGDI

PBX3

TFDP2

TMED1

BNIP1

MLX

WDR36

PPP4R3A

C11orf49

EXOC4

WDR3

CASTOR2

PCED1B

ASF1B

NR1D2

AP1G2

ENAH

KLC4

SYTL5

GSE1

ATG14

MED24

ERGIC3

RNF113A

CORO6

ACTA1

CORO1B

SNX7

RELB

COMMD2

SLC8A3

GEMIN4

HEY2

APLP2

SLC2A14

CNOT11

CRY2

UPF3B PEX7

SNAPC3

SYNC

ACOT1

PPP2R1B

BHMT2

SCLT1

MVB12A

VPS4B

MTX3

MCUR1

ELP2

TWIST2

TADA1

JADE1

ZFP2

SIAH2

BMI1

GABRA5

TUBB8B

PCF11

ING5

DNAJB4

CPSF7

VPS51

ITFG2

RBM48

UCK1

GMPR2

RAD50

AFF4

CDK5RAP3

TRAK2

ABITRAM

PARP9

PDE4D

FLOT1

LIN54

ELMO1

IFNA6

LZTS2

SFPQ

RASSF2

AP1M1

CHRAC1

PSMD9

AP3B1

RNF10

BTRC

TTC30A

H2BC5

RBSN

PARVG

FAM149B1

LPIN2

RAB5B

TMED5

TMCC2

PSMF1

GIT2

LRCH3

SRP14

USP27X

ARHGAP10

PIK3R1

WASHC2A

AP2S1

ALDH16A1

TXLNG

OFD1

H2BC17

EIF4EBP1

PRKAG2

BBS2

FXR1

OSCP1

NFE2L1

NECTIN1

PPP2R5E

UBE3D

NOL6

RUNDC3B

SYMPK

GEMIN7

ACTL6A

SWSAP1

TMCC1

OAZ3

LDB1

HSPA14

TTMP

SH3GL3

CDKN2AIP

TADA2A

RCCD1

H2BC1

EXOSC10

SHOC2

HLA−E

TLK1

BIN2

CDK1

PPP6R2

RGS14

SUDS3

ZNHIT3

PCGF2

HLA−DRB5

ZKSCAN3

TIMM8B

BORCS8

INPP5B

JADE3

NPHP1

REPS2

TBCCD1

URI1

TRAF3IP3

ENO2

ALDOC

STRBP

EFCAB7

KBTBD4

USP36

PPP3R1

FUZ

MCL1

AP3B2

TWIST1

BFSP2

UBAP1

PIK3R3

UTP4

NFIX

CLIC5

AKIRIN1

MED4

PES1

QRSL1

FBRSL1

UFM1

KPNA1

STRADA

DLGAP5

RNF123

KIF3C

NSMCE2

TMED3

NFE2L3

MEF2A

TUBE1

PAAF1

FOXP2

INTS14

NOP14

KCNA6

DDAH2

CHST6

MCM9

ZNF219

HAT1

GPN3

PCGF6

KCNAB3

C1orf109

COMMD6

SEC24D

NEUROG2

AGO3

NUSAP1

VPS35L

SUMO3

SAMD12

OPHN1

GSPT2

CRB3

PRPF39

VTA1

UGT2A3

MAFB

PIK3R4

GATB

ACTR6

XRCC2

KPNA3

SAMD1

WDR59

PCDHB16

CKM

ARNT2

VTI1A

GPAT4

ZNF225

IDH2

AIFM1

AOC3

ITGB1BP1

EIF4G2

GCLM

MBD3L1

EIF4EBP2

NAF1

NPAS1

GABRB3

ANXA11

HES6

INA

TRADD

SLC9A7

NICN1

RUFY1

TRAPPC13

TBL1Y

ZC4H2

CORO2A

MND1

STX11

ACTR3B

STIM1

ZNF264

MKKS

AMOTL1

ANP32A

PRELP

FEZ2

CTNNA2

CSTF2T

CAPNS2

CDKN2AIPNL

ASIC1

MYL12B

SF3B1

ANGEL1

UQCC2

COG4

AP4E1

ARNTL2

ADD2

MOB2

LRRC58

KLHL28

TMEM9B

NOC2L

CNOT8

MUS81

PHF14

TBC1D19

C4orf19

KCTD15

GID4

VPS33A

LPXN

POLR3GL

SETDB2

MIER2

ULBP1

SKAP2

ERLIN2

GOLGA7B

COG8

PCK2

CEP135
DENND10

PHF20

RAB9A

SNU13

SMARCA1

RCC1L

PGK2

ITGA6

PFKP

NES

PAIP1

CKMT2

NACAD

PDIA3

CTNNB1

BCAP29

HSPBP1

METTL1

LIMA1

H2AC21

ACTG2

H2BC18

TRAPPC2L

POLR1G

AP5B1

PANK2

IMMT

FAM98A

CSDE1

KPNA5

CCDC33

CEP57

FAM161A

EFS

TAX1BP1

HSPB8

FAM50B

CAMK2G

LDB2

MKRN3

ZNF774

BPIFA1

GPR152

LHFPL5

TREX1

TM4SF18

GPX8

TSNARE1

TMEM179B

ANKRD46

TMPPE

RNF5

ATG4B

INSYN1

DYNLL2

PPP1R13B

PKN1

MORN3

CDKN2B

POP5

SYCE1KLHL38

LMNTD2

ZNF587

CLDN5

CNR2

SLC35G1

YIPF6

LEPROT

FHL5

CCNDBP1

NFKBID

PRR20B

PRR20A
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Figure S3: Modelling of the ERCC3 complex.
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Figure S4: Modelling of the large complexes Methanothermococcus thermolithotrophicus
(pdb:5ODC) and the eukaryotic translation initiation factor 2B from Schizosaccharomyces
pombe (pdb:5B04).






