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Sup. Figure 2
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Sup. Figure 3
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Sup. Figure 5 A

B/

0
4350

PC #3 12.4%

PC #1 43.8%

Subject Sex IS cause Age At Onset Time since event (h)
tPA1 (MON, WB) Male sV 67 6.4
tPA2 (MON, NEU, WB) Male sV 84 13
tPA3 (MON, NEU, WB) Male LV 76 20.4
tPA4 (MON, NEU) Male sV 43 25.5
tPA5 (MON, WB) Female LV 62 58.3
LV
PCA 66.3% .
w0 0 \o
[} O\OQ T &!’
3 = ¢« S
o < O
[ — N
§ gqir—' 1 ! H* 4
5 ® #, Q
o {
14 4 ;’/l "
" = = : ;,  PC#38.41% PC #1 41.8%
PC #3 10.8% PC #1 41.4%
@
|
! o
%’ §s LU | 0“ %.‘.
8| o S
8 3-7 HT1 tq}':»n
Z & 8
Al NG | [ 2
PC #3 13.1% © PC#12429%  PC#312.1% " PC#118.4%
sV
e [
’ PCA4L.7% /1 i
=X o
L D@
m| & - 2
Qo1 O o
5L e g
= a )

m"ﬂ -||"
PC #3 10.9%

[Jo-24h[ll>24h [tPA [l No tPA

PC #1 19%



Sup. Figure 6
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Sup. Figure 7
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