Table S3. Prognosis genes in HCCDB18 dataset

Genes p.value HR Low 95%Cl1 High 95%CI
DERA 0.000876 3.604025  1.69366 7.669186
IDH3A 0.031844 1.925783  1.058563 3.503465
B4GALT4  6.08E-05 2494113  1.59552 3.898793
FADSI1 0.005614 1.382982  1.099414 1.739689
B3GAT3 0.006681 1.826779  1.181927 2.823456
CYP2C8 3.71E-05 0.75861 0.665289 0.865021
CYP4V2 0.004527 0.579407  0.397511 0.844538
PPP2R5D  0.002851 2.25029 1.320778 3.833958
MDH?2 0.021519 1.795032  1.090046 2.955965
NUP93 0.026024 1.919285  1.080992 3.407662
NUP155 0.006939 1.964607  1.203272 3.207654
ECHSI1 0.044564 0.636913  0.410126 0.989105
ACSL3 0.011832 1.656562  1.118205 2.45411
SMOX 0.048743 1.345669  1.001638 1.807863
CS 0.040437 1.680655  1.022879 2.761421
ENO1 2.13E-05 1.932679  1.42634 2.618766
PTGES3 3.50E-05 4.703781  2.259323 9.793003
SHPK 0.008244 0.377403  0.183167 0.777613
PFKFB4 0.031438 1.573351  1.041167 2.377556
ACSM2A  0.001753 0.762126  0.642884 0.903485
FDX1 0.006164 0.463698  0.267545 0.803663
NUP85 0.021306 2.042203  1.112075 3.750279
GLYATL1  0.000298 0.71428 0.595235 0.857134
GRHPR 0.015388 0.635698  0.440664 0.917052
LUM 0.032804 0.853688  0.73827 0.98715
ADHI1A 0.014495 0.836713  0.725281 0.965266
ST3GAL4  0.04656 1.465735  1.005841 2.135905
NAT2 0.002284 0.664594  0.511152 0.864099
ACSMS5 0.008468 0.749854  0.605209 0.929069
AKR7A2 0.018953 1.925124  1.113919 3.327085
GAPDH 7.55E-07 2.736576  1.836431 4.077935
SLC37A4  0.01141 0.617306  0.424811 0.897027
SDC2 0.019711 1.66375 1.084567 2.552229
HSPG2 0.009599 0.59877 0.406163 0.882714
TKT 0.000578 1.657615  1.243044 2.210452
NUP107 0.006123 1.856323  1.192783 2.888989
ACY3 0.038905 0.742288  0.559422 0.98493
PDHB 0.012479 2.600263  1.228653 5.503074
NUP205 0.03528 2.047416  1.050655 3.989809
HEXB 0.03066 1.744026  1.053218 2.887936
ADHI1B 0.003209 0.819608  0.718038 0.935546
SECI13 0.001262 2.958855  1.530236 5.721224
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