S9 Fig. 3.Green module was related to nervous system disease.(a)Biological process;
(b)cellular component;(c)molecular function;(d)KEGG pathway

Topl0 geneontology Biological Process

a nuclear—transcribed mRNA catabolic | | .
process, nonsense—mediated decay size
cotranslational protein targeting to membrane 4 . 74
SRP-dependent cotranslational protein | ® 76
targeting 1o membrane
® 78
viral transcription <
@ 20
protein locali to ic reticulum 4
establishment of protein localization | —1~~10(FDR)
to endoplasmic reticulum
protein targeting to ER
protein targeting to membrane 4 6
viral gene expression -
translational initiation 4
0195 0200 0205 0310
Enrichment Ratio
c Topl0 geneontology Molecular Function
55 1RNA binding - «
size
mRNA 5-UTR binding { »
e 20
translation factor activity, RNA binding{ e ® 40
rRNA binding - ® 60
oxidoreductase activity. acting on NAD(P)H, quinone |
of similar componnd as acceptor
P P —1~~10(EDR)
NADH dehydrogenase (quinone) activity { 5
NADH dehydrogenase (ubiquinone) activity 2
NADH dehydrogenase activity 4 '
oxidoreductase activity. acting on NAD(P)H !
structural constinient of ribosome 4
.
0.05 0.10 0.15 020
Enrichment Ratio

Topl0 geneontology Cellular Component

b

cytosolic small ribosomal subunit |
—1~~10(FDR)
small ribosomal subunit |
cytosolic large ribosomal subunit 4
mitochondrial protein complex o 6
large ribosomal subunit 4
mitochondrial inner membrane -
cytosolic ribosome o size
cytosolic part 4 e
® 60
ribosomal subunit 1 e
ribosome -
I P
0.0 015 0.20
Enrichment Ratio
d Top10 pathway KEGG
Proteasome - size
Spliceosome ® 20
Retrograde endocannabinoid signaling | & 4
® 60
Non-alcoholic fatty liver disease (NAFLD)
@ 80
Alzheimer disease
e
Parkinson disease - (;(F DR)
Oxidative phosphorylation 4
2
Huntington disease =
Thermogenesis |
Ribosome
-
0.1 02 0.3 o4

Enrichiment Ratio



