
Description of Additional Supplementary Files 

 

File name: Supplementary Data 1 

Description: The source data behind Figure 1 in the paper. 

File name: Supplementary Data 2 

Description: Detailed information on results from the conventional EWAS model in START. The 

source data behind Figure 2a, Figure 3a and partly Figure 5 in the paper. 

File name: Supplementary Data 3 

Description: Detailed information on results from the CellDMC model in START. The source behind 

Figure 2b-h, Figure 3 b-h and partly Figure 5 in the paper. 

File name: Supplementary Data 4 

Description: Detailed information on results from the CellDMC model in MoBa1. 

File name: Supplementary Data 5 

Description: Detailed information on the comparison of CellDMC results between START and 

MoBa1. The source behind Figure 4 in the paper. 

File name: Supplementary Data 6 

Description: Detailed information on the results from the one-stage TCA model in START 

File name: Supplementary Data 7 

Description: Detailed information on the results from the two-stage TCA model in START 

File name: Supplementary Data 8 

Description: Detailed information on gene annotation of nRBC-specific CpGs associated with 

gestational age in START. 

File name: Supplementary Data 9 

Description: Detailed information on results from the GREAT analysis.. 

File name: Supplementary Data 10 

Description: Examples of genes annotated to nRBC-specific CpGs associated with gestational age 

that are relevant for erythropoiesis. 

 

 


