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log-transformed hsCRP
LSMEAN (95% CI) p-value

CRP SNP
rs1205
CT/TT o 0.28 (0.16,0.39)  <0.001
CC/TT o 0.43 (0.28,0.58)  <0.001
rs1800947
GC/GG R 0.58 (-0.16, 1.33) 0.07
CC/GG — e 0.84 (0.10,1.58)  0.008
rs1417938
AT/TT Loy 0.12(-0.04,0.29) 0.08
ANTT o 0.29 (-0.72,1.29) 0.50
rs3091244
AG/GG o 0.21 (0.10,0.32)  <0.001
AA/GG 0.59 (0.37,0.82)  <0.001
rs3093059
GA/AA . 0.26 (0.15,0.37)  <0.001
GG/AA e 0.66 (0.34,0.97)  <0.001
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Supplemental Figure S1. Adjusted mean differences of log-transformed hsCRP in
CRP SNPs
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Diabetic retinopathy

CRP SNP OR (95% Cl)
rs1205
CT/TT o 0.86 (0.64, 1.15) 0.31
CC/TT —o—i 1.13(0.78, 1.62) 0.52
rs1800947
GC/GG . — 1.35(0.17,10.77) 0.78
CC/GG . 4 1.21(0.15,9.52) 0.85
rs1417938
AT/TT e 1.26 (0.85,1.86)  0.25
ANTT [ NA 0.98
rs3091244
AG/GG He—i 1.23(0.94,1.61) 0.14
AA/GG —e—— 0.73 (0.38, 1.43) 0.36
rs3093059
GA/AA - 1.05(0.79,1.39)  0.73
GG/AA  —et—— 0.72 (0.28,1.81)  0.48
0.0 2.0 4.0 10.0

Supplemental Figure S2. The odds ratios of CRP SNPs with diabetic retinopathy
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Supplemental Table S1. CRP SNPs list from Taiwan Biobank TWB v2.0

SNP Function Minor (major) allele CHB MAF Olll\t/lilll:dy
rs1205 UTR-3 cm 0.452 0.434
rs1800947 Coding region G (O) 0.058 0.086
rs34672691 Coding region G (A) 0.000 -
rs776402087 Coding region Alleles T and C - -
rs377351051 Coding region Alleles A and G - -
rs143101792 Coding region C (G 0.000 -
15769624182 splice-3 Alleles C and G - -
rs1417938 Intron A (T) 0.078 0.056
rs3091244 nearGene-5 G (T, A };—:%102718 0.234
rs3093059 nearGene-5 G (A) 0.121 0.179
rs34188124 nearGene-5 Cc( 0.058 0.024

CHB: Han Chinese in Bejing; MAF: minor allele frequency.
MAF data was searched from https://www.ncbi.nlm.nih.gov/variation/tools/1000genomes/
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Supplemental Table S2. Association of hSCRP with diabetic nephropathy in patients
with type 2 diabetes

Diabetic nephropathy
Crude OR (95% Adjusted OR
I (95%CTI)

Variables

per 1 unit increase in log-transformed
hsCRP

OR: odds ratio; CI: Confidence interval; *: P<0.05.

Adjusted odds ratio: adjusting for sociodemographic characteristics, lifestyle

1.17 (1.04, 1.32)*  1.15 (1.01, 1.32)*

behaviors and disease history.
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