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Fig S5. Functions and communication patterns of synovial fibroblast subsets
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Hepatocyte growth factor (HGF)               0.417

Glial-derived neurotrophic factor (GDNF)              0.999

Endothelin (EDN)                0.614

RANK ligand (RANKL)                0.965

Leukemia inhibitory factor receptor (LIFR)              0.566

Interleukin 1 (IL1)                0.999

Vascular endothelial growth factor (VEGF)              0.999

Semaphorin 6 (SEMA6)                0.409

Growth differentiation factor (GDF)               0.652
Ephrin-A (EPHA)                0.420

Angiopoietin (ANGPT)                0.999

Calcitonin (CALCR)                0.886

Neurotrophin (NT)                0.821

R-spondin (RSPO)                0.999

Activin-inhibin (ACTIVIN)                0.742

Interleukin 6 (IL6)                0.379

Cell adhesion molecule (CADM)               0.779

CCL                 0.410
PTP receptor type M (PTPRM)               0.398

Ephrin-B (EPHB)                0.339

Myelin protein zero (MPZ)                0.319

Vascular cell adhesion molecule (VCAM)              0.460

Amyloid precursor protein (APP)               0.437
Bone sialoprotein (BSP)                0.313
CD90/THY1 (THY1)                0.491

Fibroblast growth factor (FGF)               0.311
TNF-related weak inducer of apoptosis (TWEAK)              0.335

Chemerin (CHEMERIN)                0.541
Visfatin (VISFATIN)                0.323
Galectin (GALECTIN)                0.562

Chondroadherin (CHAD)                0.368

Protein S-TAM (PROS)                0.561
TGF-β (TGFb)                0.332
CXCL signaling (CXCL)                0.588
Insulin-like growth factor (IGF)               0.411
GAS6-TAM (GAS)                0.516
Heparan sulfate proteoglycans (HSPG)               0.344
Midkine (MK)                 0.387
Macrophage inhibitory factor (MIF)               0.478
Angiopoietin-like (ANGPTL)               0.322
Pleiotrophin (PTN)                0.381
Laminin-integran (LAMININ)               0.506
Periostin (PERIOSTIN)                0.384

Tenascin (TENASCIN)                0.352
Thrombospondin (THBS)                0.306

Incoming communication patterns of fibroblasts

Hepatocyte growth factor (HGF)               0.413

CCL                 0.590

Leukemia inhibitory factor receptor (LIFR)              0.434
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