Table S2. List of top hits identified by mass spectrometry of IMC29-BiolD cytoskeletal fraction. Proteins were ranked by NSAF. Proteins present

in the RH-Control were not excluded but only included in this list if the ratio of IMC29:RH > 2. Gene IDs and descriptions are from ToxoDB.
Hypothetical proteins localized by endogenous tagging in this study are highlighted in blue. Parentheses indicate references specific to
supplemental information.

Gene ID Rank IMC29 (NSAF’)  RH-Control (NSAF’) Description
TGGT1_231640 1 8446.595 768.355 IMC1 (1)
TGGT1_231630 2 5046.7 557.437 IMC4 (2)
TGGT1_316340 3 1512.045 0 IMC22 (3)
TGGT1_313380 4 1229.226 328.417 ILP1 (4)
TGGT1_295360 5 1085.372 134.308 IMC18 (3)
TGGT1_286580 6 1074.066 150.762 IMC17 (3)
TGGT1_230210 7 1066.194 192.828 IMC10 (5)
TGGT1_243200 8 1034.423 243.206 IMC29 (bait)
TGGT1_217510 9 986.434 0 IMC19 (3)
TGGT1_258470 10 970.317 0 IMC24 (3)
TGGT1_216000 11 967.512 200.713 IMC3 (6)
TGGT1_248700 12 939.569 389.832 IMC12 (5)
TGGT1_220270 13 930.98 81.069 IMC6 (5)
TGGT1_259630 14 861.157 0 IMC27 (7)
TGGT1_230850 15 804.068 340.284 TSC3 (7)
TGGT1_222220 16 678.041 209.758 IMC7 (5)
TGGT1_271930 17 654.25 0 IMC20 (3)
TGGT1_294610 18 622.411 0 IMC30 (this study)
TGGT1_250820 19 595.956 217.96 AC2 (3)
TGGT1_304670 20 588.825 0 IMC23 (3)
TGGT1_293360 21 567.017 148.125 IMC38 (this study)
TGGT1_308860 22 514.997 247.669 AC3 (3)
TGGT1_237820 23 478.42 0 ISP2 (8)
TGGT1_246950 24 474187 0 AC9 (7)
TGGT1_212770 25 472.313 0 IMC34 (9)
TGGT1_219170 26 451.754 0 ISC2 (3)
TGGT1_239400 27 447.786 28.454 IMC28 (7)
TGGT1_231070 28 44255 130.061 BCC2 (10)
TGGT1_275670 29 415.265 0 IMC15 (5)
TGGT1_264990 30 413.769 0 Hypothetical protein
TGGT1_305930 31 392.55 0 ISC4 (3)
TGGT1_235690 32 385.953 0 IMC37 (this study)
TGGT1_290920 33 379.966 0 Oxidoreductase, 20G-Fe(ll) oxygenase family protein
TGGT1_226220 34 364.511 119.029 IMC9 (5)
TGGT1_288720 35 346.368 0 RPL10
TGGT1_239800 36 341.475 0 TSC2 (7)
TGGT1_260500 37 340.21 0 Putative COPI associated protein
TGGT1_226570 38 33042 0 Hypothetical protein
TGGT1_255450 39 318.437 57.591 IMC31 (this study)
TGGT1_292950 40 310.136 0 AC10 (11)
TGGT1_253470 41 307.728 90.438 IMC13 (5)
TGGT1_306190 42 293.785 0 Hypothetical protein
TGGT1_278975 43 293.071 0 ICE family protease (caspase) p20 domain-containing protein
TGGT1_282070 44 2921 40.398 IMC33 (9)
TGGT1_314260 45 287.501 0 Hypothetical protein
TGGT1_315750 46 285.269 0 IMC26 (3)
TGGT1_289600 47 281.424 0 HSP29
TGGT1_316540 48 280.051 0 ISP3 (8)
TGGT1_261570 49 277.345 130.415 RPL7A
TGGT1_272520 50 267.247 0 TSC4 (7)
TGGT1_222400 51 262.598 0 ISC7 (ToxoDB comment)
TGGT1_260820 52 260.957 0 ISP1 (8)
TGGT1_283510 53 243.781 0 IAP1 (12)
TGGT1_312600 54 235.53 0 HSP21
TGGT1_227600 55 228.499 0 RPL34
TGGT1_228470 56 224.041 0 RPL15
TGGT1_293730 57 220.734 0 DHHC14 (13)
TGGT1_255420 58 220.28 0 IMC39 (this study)
TGGT1_313190 59 216.643 0 Rab18/RabC-family small GTPase
TGGT1_235380 60 215.626 0 ACS5/TLAP3 (3)
TGGT1_312050 61 214.619 0 Putative small GTPase Rab2
TGGT1_227000 62 207.888 0 Localizes to the cytoplasm (14)
TGGT1_213350 63 204.126 0 RPS15
TGGT1_244320 64 197.541 0 PRPL24




TGGT1_227360
TGGT1_212290
TGGT1_226970
TGGT1_268200
TGGT1_237880
TGGT1_224530
TGGT1_202550
TGGT1_291800
TGGT1_242070
TGGT1_273560
TGGT1_219270
TGGT1_202930
TGGT1_240630
TGGT1_229640
TGGT1_214880
TGGT1_224000
TGGT1_215470
TGGT1_269960
TGGT1_220930
TGGT1_234380
TGGT1_250340
TGGT1_248360
TGGT1_294670
TGGT1_206690
TGGT1_228290
TGGT1_266060
TGGT1_266090
TGGT1_202500
TGGT1_232260
TGGT1_226960
TGGT1_313010
TGGT1_248740
TGGT1_201760
TGGT1_297120
TGGT1_226030
TGGT1_285650
TGGT1_311770
TGGT1_310450
TGGT1_278850
TGGT1_221630
TGGT1_267370
TGGT1_212250
TGGT1_220900
TGGT1_319850
TGGT1_225690
TGGT1_240060
TGGT1_203010
TGGT1_222160
TGGT1_297870
TGGT1_225560
TGGT1_202220
TGGT1_208030
TGGT1_266630
TGGT1_259940
TGGT1_318440
TGGT1_232150
TGGT1_249440
TGGT1_312100
TGGT1_243960
TGGT1_315700
TGGT1_310080
TGGT1_257430
TGGT1_309600
TGGT1_294860
TGGT1_209050
TGGT1_268870
TGGT1_255190
TGGT1_307580
TGGT1_243430

118
119
120
121
122
123
124
125
126
127
128
129
130
131
132
133

196.78
191.368
190.18
189.006
186.701
183.504
174.209
162.867
159.059
158.599
157.424
155.689
153.095
152.391
147.997
144.819
141.101
135.482
133.707
129.376
127.049
123.963
110.538
107.813
107.813
106.686
101.837
100.39
100.062
99.98
96.691
95.46
91.128
90.455
89.268
87.252
85.647
81.931
81.433
79.862
75977
68.807
65.054
62.744
62.234
61.982
60.873
59.686
55.004
54.873
53.343
52.791
52.61
49.148
47.971
45.928
42.788
42.013
38.418
37.114
36.408
34.021
31.895
31.155
31.117
29.698
26.148
26.036
22.497

92.531

83.321

61.634

RPL34

RPLS19

RPS11

RNA recognition motif-containing protein
GRA13 (15)

IMC5 (5)

BCC6 (10)

ADP-ribosylation factor family protein
cAMP-dependent protein kinase regulatory subunit
Putative kinesin heavy chain

GAPM2a (16)

ISC5 (7)

IMC35 (this study)

AC8 (3)

AC4 (3)

IAPS5 (this study)

RPL10A

IMCA40 (this study)

ISC3 (3)

MIC21 (17)

Centrin 2 (18, 19)

Hypothetical protein

Translation initiation factor 3 subunit
GAPM2b (16)
Phospholipase/carboxylesterase
Ribosomal protein RPSA

Hypothetical protein

GAPM1a (16)

TSC5 (7)

Phosphofructokinase PFKII

DEAD (Asp-Glu-Ala-Asp) box polypeptide DDX6 (Ananvoranich, 2016)
Localizes to the subpellicular microtubules
TLAP4 (20)

Hypothetical protein

AGC kinase (PKAc1) (21)

Hypothetical protein

BCC3 (10 & this study)

IAP2 (this study)

DHHC2 (22)

IAP4 (this study)

Kinesin motor domain-containing protein (Kinesin A) (23)
XPG N-terminal domain-containing protein
AC13 (this study)

Splicing factor U2AF family SnRNP auxilary factor large subunit
AC7 (3)

IST (24)

Aurora Kinase (25)

Aldehyde dehydrogenase

IMC36 (this study)

IMC41 (this study)

Hypothetical protein

MIC4 (26)

CPH1 (14)

Hypothetical protein

Helicase associated domain (ha2) protein
IMC32 (27)

AC12 (this study)

IMC42 (this study)

Nuclear transport factor 2 (ntf2) domain-containing protein
Hypothetical protein

AMP-binding enzyme domain-containing protein
Hypothetical protein

Hypothetical protein

BCCO (10 & this study)

TKL5 (28)

Tetratricopeptide repeat-containing protein
Myosin B and C (29)

CBS domain-containing protein

OTUD3C




TGGT1_298610 134 19.544 0 GYF domain-containing protein
TGGT1_225960 135 19.345 0 STE kinase

TGGT1_229260 136 17.699 0 BCC4 (10)

TGGT1_223920 137 15.775 0 RONS3 (30)

TGGT1_231960 138 15.718 0 GRA28 (31)

TGGT1_278440 139 14.56 0 Nucleosome remodeling (32)
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