
Supplementary Figures

Suppl. Fig. S3. Quality check of M1 expression before analysis by mass spectrometry. 293T
cells expressing 8 plasmids encoding SC35M together with M1 WT, M1 T108A or M1 T108E were
lysed. While 90 % of the material was used for Co-IP and mass spectrometry as described in the
legend for Fig. 4, the remaining material analyzed here was used for immunoblotting to ensure
comparable and proper expression of M1. Results from all three biological replicates are shown.
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