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Pie charts showing location of probes with significant methylation changes in 
African American (AA) samples and locations of all probes relative to gene struc-
ture.  UTR: untranslated region; TSS: transcription start site. TSS1500: 200 to − 
1500 nt upstream of TSS. TSS200 from TSS to − 200 nt upstream of TSS. Relative 
to all probes this distribution is significantly different via Chi square test, p-value 
1.5 X 10-12. 


