Supplemental Table S1: Oligonucleotide sequences used in the study

Primers used for ChIP-qPCRs

CTCF sites Forward Primer (5'-3') Reverse Primer (5'-3')
-T2 TAAATCTCCTGCCAGGAGG GGCAGGTTCCATTTTACTTTGAG
1 GGCAGTACTGAGTTGACAC CCCAGGAAACTGGACCTCTAA
B1 AGCTCTCTGCACCACATTGCCACTGCC CCAACCTACCTCCGCAAGGACACC
B2 TTGAGGACATCTAGCGGCG GCTGCAGATTCTGGAATGAGC
B3 GTCAGGACTAGGCCCATCTGAC TAGGTGTCCAAGTGAAGATTAAAGAG
+T1 CAACTCCTTCCGAGTGGAAA ACACTGTGACCGCTCCATTC
+T2 GCATAGATGTTTGGAGGGCAAC TTACAGAATCTGGCTACTGCCC
INK4a TCGCCAGGAGGAGGTCTGTGATTAC CAGGTGGGTAGAGGGTCTGCAGC
ARF ACCCAGGATATTCGGGACTCACTGAC CGTCTCTAGCCCAGGCTAGGAGG
INK4b CCGTCGTCCTTCTGCGGCTTG AGTGAGGACTCCGCGACGCGT
MYC C1 TGTTTTAAGGAACCGCCTGTCC CTGGATTTTGCTGCAAAGCGT
MYC C2 AGGGAGGGATCGCGCTGAGT CGAAGCCCCCTATTCGCTCCGGATC
MYC C3 CTGCACCCTGAGAAATAGTGGTG AGGTCTGTCTGGCTCCACATC

Primers used for qRT-PCRs

mRNA/bRNA Forward Primer (5'-3') Reverse Primer (5'-3')
MTAP TTGACAGGACCACTATGAGACCTC AGGTCCCTCGATTGTGACCATT
INK4a ATGGAGCCTTCGGCTGACT CACCAGCGTGTCCAGGAAG

ARF AACATGGTGCGCAGGTTCT CACCAGCGTGTCCAGGAAG
INK4b CGTTAAGTTTACGGCCAACG CCATCATCATGACCTGGATCG
DDX5 CCTACCTTGTCCTTGATGAAGC CACTCAGTTCAAGTGCACCA
CTCF TACAAACACACCCACGAGAAG GGGTAAACCGAGCATGACAA

b1s CCACAGCAGAATAGAGCACC AAGTCCAGCCAGTCTCAGCA
b1AS TGAGGCTTGTAGGAACTCAAGTTC AGTGGCAATGTGGTGCAGAG

b2s ACAGAGGTCGGATGTTCGTG TAAACCGCCGCTAGATGTCC
b2AS CTCCTGAGCTCTAAGTGAGATAGAGG GGTTATTCACTCACAGTGCTCTTCAG
sno RNA CGTGTAGAGCACCGAAAACC CACTCAGACCGCGTTCTCTC

pre c-MYC CTTCTCTCCGTCCTCGGATTC CCTTCCTAATAAGAGTGGCCCG
GAPDH CGCTCTCTGCTCCTCCTGTT CCATGGTGTCTGAGCGATGT
18SrRNA GTAACCCGTTGAACCCCATT CCATCCAATCGGTAGTAGCG
CASC8 CCTTCAGGTTTCACTCAGAAATG GGCAGGCAGAAACTGAACAAGAT
myc GAGGAGACATGGTGAACCAGAG CCAGCTTCTCTGAGACGAGC
PVT1 GGATTCTTACAGCTTGGATGTCC TCCAGGGAGTATGGTCAGCT
ASAP1 TGGAGAGCAGAGTGCGGGAG GTTGAAAGCCAGGTGGGTTC
mycs TCAGGGCTAAACAGACGCCT AACCCAGCAACGCATTGCCACGTA
mycAS GCATCCTTGTCCTGTGAGTAT TTCTTTCCTCCACTCTCCCTG

Chr1ll bRNA

GTTACTGATAAGGACGCGAGCT

CAGAGTAAGCGCTCAATAAATGG




shRNAs used for knockdown

shRNA

Primer sequence (5'-3')

shRNA1 Boundary 1S F

CCGGGAGTTGTGAGACCCTCATTTCCTCGAGGAAATGAGGGTCTCACAACTCTTTTTG

ShRNA1 Boundary 1SR

AATTCAAAAAGAGTTGTGAGACCCTCATTTCCTCGAGGAAATGAGGGTCTCACAACTC

ShRNA2 Boundary 1S F

CCGGGGACCCTGAGCTGTGAATAACCTCGAGGTTATTCACAGCTCAGGGTCCTTTTTG

ShRNA2 Boundary 1SR

AATTCAAAAAGGACCCTGAGCTGTGAATAACCTCGAGGTTATTCACAGCTCAGGGTCC

ShRNA3 Boundary 1S F

CCGGGAGTCCTAGCCAGGTAATATTCTCGAGAATATTACCTGGCTAGGACTCTTTTTG

shRNA3 Boundary 1SR

AATTCAAAAAGAGTCCTAGCCAGGTAATATTCTCGAGAATATTACCTGGCTAGGACTC

shRNA1 Boundary 1 AS F

CCGGCTGGCTCCGGCTGGTTTAAATCTCGAGATTTAAACCAGCCGGAGCCAG G

ShRNA1 Boundary 1 AS R

AATTCAAAAACTGGCTCCGGCTGGTTTAAATCTCGAGATTTAAACCAGCCGGAGCCAG

ShRNA2 Boundary 1 AS F

CCGGCGGCTCTGCTTTCAGCTATAACTCGAGTTATAGCTGAAAGCAGAGCCGTTTTTG

ShRNA2 Boundary 1 AS R

AATTCAAAAACGGCTCTGCTTTCAGCTATAACTCGAGTTATAGCTGAAAGCAGAGCCG

ShRNA3 Boundary 1 AS F

CCGGAGGTAAGATGTAAGCATTAATCTCGAGATTAATGCTTACATCTTACC TG

shRNA3 Boundary 1 ASR

AATTCAAAAAAGGTAAGATGTAAGCATTAATCTCGAGATTAATGCTTACATCTTACCT

shRNA1 Boundary 2SF

CCGGCGCAATCCAACTATTCAATTTCTCGAGAAATTGAATAGTTGGATTGCG TG

ShRNA1 Boundary 2 S R

AATTCAAAAACGCAATCCAACTATTCAATTTCTCGAGAAATTGAATAGTTGGATTGCG

ShRNA2 Boundary 2 S F

CCGGGCTTTCCTGAAGGAGAGTAATCTCGAGATTACTCTCCTTCAGGAAAGCTTTTTG

ShRNA2 Boundary 2 SR

AATTCAAAAAGCTTTCCTGAAGGAGAGTAATCTCGAGATTACTCTCCTTCAGGAAAGC

ShRNA3 Boundary 2 S F

CCGGTAGCAATGGCAGAACCTATTTCTCGAGAAATAGGTTCTGCCATTGCTATTTTTG

shRNA3 Boundary 2 SR

AATTCAAAAATAGCAATGGCAGAACCTATTTCTCGAGAAATAGGTTCTGCCATTGCTA

shRNA1 Boundary 2 AS F

CCGGAGGAACTACATTGACTTATTTCTCGAGAAATAAGTCAATGTAGTTCCTT G

ShRNA1 Boundary 2 AS R

AATTCAAAAAAGGAACTACATTGACTTATTTCTCGAGAAATAAGTCAATGTAGTTCCT

ShRNA2 Boundary 2 AS F

CCGGCGACCTCTGTAAATGAAATAGCTCGAGCTATTTCATTTACAGAGGTCG TG

ShRNA2 Boundary 2 AS R

AATTCAAAAACGACCTCTGTAAATGAAATAGCTCGAGCTATTTCATTTACAGAGGTCG

ShRNA3 Boundary 2 AS F

CCGGTGGATTGCGATTTCCTGAAATCTCGAGATTTCAGGAAATCGCAATCCATTTTTG

shRNA3 Boundary 2 ASR

AATTCAAAAATGGATTGCGATTTCCTGAAATCTCGAGATTTCAGGAAATCGCAATCCA

shRNA1 Boundary mycS F

CCGGCTAAGTCGAAGCGTAAATAAACTCGAGTTTATTTACGCTTCGACTTAGT G

shRNA1 Boundary mycS R

AATTCAAAAACTAAGTCGAAGCGTAAATAAACTCGAGTTTATTTACGCTTCGACTTAG

ShRNA2 Boundary mycS F

CCGGGACCGCATTTCCAATAATAAACTCGAGTTTATTATTGGAAATGCGGTCTTTTTG

ShRNA2 Boundary mycS R

AATTCAAAAAGACCGCATTTCCAATAATAAACTCGAGTTTATTATTGGAAATGCGGTC

ShRNA3 Boundary mycS F

CCGGGATGAGTCGAATGCCTAAATACTCGAGTATTTAGGCATTCGACTCATCTTTTTG

ShRNA3 Boundary mycS R

AATTCAAAAAGATGAGTCGAATGCCTAAATACTCGAGTATTTAGGCATTCGACTCATC

ShRNA4 Boundary mycS F

CCGGTCTCCGGGAGGGCATTTAAATCTCGAGATTTAAATGCCCTCCCGGAGAT G

ShRNA4 Boundary mycS R

AATTCAAAAATCTCCGGGAGGGCATTTAAATCTCGAGATTTAAATGCCCTCCCGGAGA

ShRNAS Boundary mycS F

CCGGGCGAGGATATCTGGAAGAAATCTCGAGATTTCTTCCAGATATCCTCGCTTTTTG

ShRNAS Boundary mycS R

AATTCAAAAAGCGAGGATATCTGGAAGAAATCTCGAGATTTCTTCCAGATATCCTCGC

shRNA1 Boundary mycAS F

CCGGGGAGAGCGCGTTATGAATAAACTCGAGTTTATTCATAACGCGCTCTCCTTTTTG

shRNA1 Boundary mycAS R

AATTCAAAAAGGAGAGCGCGTTATGAATAAACTCGAGTTTATTCATAACGCGCTCTCC




Primers used for RNA IP

Target Primer sequence (5'-3")

B1Sin pCDNA 3 Box B AGACTGGCGGCCGCTAGGCCTCAAGGACTGCAA

B1Sin pCDNA 3 Box B AGACTGTCTAGACTCCTGGGAGCCAGAGAA

B1 ASin pCDNA 3 Box B AGACTGGAATTCAGTAGGTCGCATGCAACCACA

B1 ASin pCDNA 3 Box B AGACTGGCGGCCGCTCCTACATCAGCTGTGGCACA

B2 Sin pCDNA 3 Box B AGACTGGAATTCGCCTCTGAGCCTGTAGAGACCAA

B2 ASin pCDNA 3 Box B AGACTGGAATTCATCCTCCAGGACCACAGCAGT

B2 ASin pCDNA 3 Box B AGACTGGCGGCCGCGCATACCCTGGAGTGAGAGGTTG

E8 Sin pCDNA 3 Box B AGACTGGAATTCAATGCCATATGGTGGCAATG

F
R
F
R
F
B2SinpCDNA3BoxB R AGACTGGCGGCCGCCTCTGGGTGAGGCAGTGAACAC
F
R
F
R

E8 Sin pCDNA 3 Box B AGACTGGCGGCCGCATCTGTTCCTTGCCTCTTCCAC

gRNAs used for deletions and CRISPRI

gRNA Sequence

B1 DELgRNA 1 TTAAATTGGTGTCCTTGCGG
B1 DEL gRNA 2 GTAGTGAATATTACCTGGCT
B2 DELgRNA 1 CAGACTTCCGTAGTCCCCAT
B2 DEL gRNA 2 TTGGGTAGCATCTTCATCGG
MTAP gRNA'1 AGCAGTGCGGAGACCAGGGG
MTAP gRNA 2 CTCACTTGCCGCGCGAGGAG
INK4a gRNA'1 AGCCGTTTTACACGCAGGAG
INK4a gRNA 2 GACAGGACAGTATTTGAAGC
ARF gRNA1 ATGCGCCCCGGACTTTTCGA
ARF  gRNA 2 CTGCCCCCTTAACTGCAGAC
INK4Ab gRNA 1 AAAGAATTCCGTTTTCAGCT
INK4b gRNA 2 CTAGGAAGGAGAGAGTGCGC

Surveyor Oligos

Target Forward Primer (5'-3')
Reverse Primer (5'-3')

B1 DEL TGGAGTGGTAGTAGTGTGGGAAG GTACGAGGGTTCTCTTTTGCTTG

B2 DEL CACAACCCCCATCTCTCTGTAAC TGAAGTGAGGGGAGTAGACAAGG




4C oligos for enhancer and Promoter viewpoints

View Point Primer sequence (5'-3")

Enhancer F AATGATACGGCGACCACCGAACACTCTTTCCCTACACGACGCTCTTCCGATCTGGTATTCTGACTAGAAGCTT
Enhancer R CAAGCAGAAGACGGCATACGATAGTGGTGCTACAGTACCAC

Promoter F AATGATACGGCGACCACCGAACACTCTTTCCCTACACGACGCTCTTCCGATCTGGAGGAGCTAGGGCAAGCTT
Promoter R

CAAGCAGAAGACGGCATACGACAGATGGATAAGTAGTAGCAAG




