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Data
Policy information about availability of data

All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy

Human research participants
Policy information about studies involving human research participants and Sex and Gender in Research. 

Reporting on sex and gender

Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences

For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

The MeRIP-seq data as part of this study can be downloaded from GEO ( we have deposited the data used in our paper into GEO database , but we are still waiting
for the relevant accession codes now).The authors declare that all other data supporting the findings of this study are available within the article and its
Supplementary information files, or are avilable from the authors upon request. The source date are provided as a Source Data file.

N/A

N/A

N/A

N/A

No statistical method was used to predetermine samle size. Sample sizes were chosen based on those used in previous and preliminary
studies and preliminary studies from our lab which allow for statistical analysis, Sample sizes are indicated in the Figure, Figure legends or
main text

No data were excluded from the study

Numbers of replicates were started in the figure legends and Method section

Male C57BL/6 mice, at 6-8 weeks of age, were randomly assigned to sham operation or I/R model using a single sequence of simple
randomization assignments. No randomization was done for the other experiments

investigators were blinded to group allocation during data collection and analysis
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Materials & experimental systems

n/a Involved in the study

Antibodies

Eukaryotic cell lines

Palaeontology and archaeology

Animals and other organisms

Clinical data

Dual use research of concern

Methods

n/a Involved in the study

ChIP-seq

Flow cytometry

MRI-based neuroimaging

Antibodies
Antibodies used

Validation

Eukaryotic cell lines
Policy information about cell lines and Sex and Gender in Research

Cell line source(s)

Authentication

Mycoplasma contamination

Commonly misidentified lines
(See ICLAC register)

Animals and other research organisms
Policy information about studies involving animals; ARRIVE guidelines recommended for reporting animal research, and Sex and Gender in
Research

Laboratory animals

Wild animals

Reporting on sex

Field-collected samples

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

ALKBH5 (Abcam, ab195377, WB:1:1000, IF: 1:100),

CCL28 (Abcam, ab231557, WB: 1:1000, IHC: 1:100),

!-actin (Abclonal, AC026, WB: 1:5000),

METTL3 (Abclonal, A8370, WB: 1:1000),

METTL14 (Abclonal, A8530, WB: 1:1000),

WTAP (Abclonal, A22750, WB: 1:1000),

IGF2BP2 (Abclonal, A2749, WB: 1:1000),

FTO (Abclonal, A20992, WB: 1:1000),

m6A (Abcam, ab284130, Dot blot: 1:5000)

F4/80 (Abcam, ab111101, IF: 1:100) ,

Ly6G (Abcam, ab238132, IF: 1:100),

CD45 (BD biosciences, 1076109) (Biolegend, B343469),

CD4 (BD biosciences, 318731),

Foxp3 (BD biosciences, 1094042) (Biolegend, B343830)

All the commercially available antibodies were validated by the manufacturer via immunoblot or IF imaging.

mRTEC cells, (purchased from National Collection of Authenticated Cell Cultures)

The cell line used in this study was authenticated using STR profiling

Yes-comfirmed Mycoplasma negative by National Collection of Authenticated Cell Cultures for validation studies,

None

Male C57BL/6 mice were purchased from SLAC Laboratory Animal Co, Ltd (Shanghai, China). Alkbh5-knockin (KO), Alkbh5-knockin
(KI), Alkbh5flox/flox (Alkbh5fl/fl) and Kidney-specific promoter (cadherin-16) driven Cre (KspCre) mice were purchased from Gem
Pharmatech (Nanjing, China). KspCre mice were crossed with Alkbh5fl/fl mice to generate mice heterozygous for both alleles and
then obtain Alkbh5fl/flKspCre mice. Littermates were used as controls. All animals were maintained under constant humidity and
temperature at standard facilities under specific pathogen-free conditions with free access to food and water.

the study did not involved in wild animals

The male mice were used for this study

No field-collected samples were used in this study

All experimental procedures were approved by the Animal Care Ethics Committee of the Zhongshan Hospital, Fudan University and
were performed in accordance withe the National Institutes of Health Guide for the Care and Use of Laboratory Animals




