Supplemental Table S1

Cancer Type
LEUKEMIA/LY MPHOMA
B-cell Lymphoma
Acute Lymphoblastic Leukemia
Acute Lymphoblastic Leukemia
Acute Lymphoblastic Leukemia
Acute Myeloid Leukemia
Acute Myeloid Lukemia
Leukemia
Burkitt lymphoma
BRAIN TUMORS

Astrocytoma

Atypical Teratoid/Rhabdeoid Tumor

Glioma, Brain Stem
Glioblastoma
Glioma, Brain Stem
DIPG

Choroid Plexus Carcinoma
NEUROBLASTOMA
Neurchlastoma
Neurcblastoma
BONE SARCOMA
Rhabdomyosarcoma
Osteosarcoma
Osteosarcoma
OTHER
Angiosarcoma
Wilms tumor

Wilms tumor

Squamous Cell carcinoma

Location

chr2:215583522
chr2:215595164
chr2:215583522
chr2:215595164
chr2:215595164
chr2:215595164
chr2:215593522
chr2:215610518

chr2: 215674261
chr2:215595164
chr2:215610518
chr2:215593522
chr2:215595164
chr2:215595164
chr2:215593522

chr2:215674261
chr2: 215674261

chr2:215595164
chr2:215583522
chr2:215595164

chr2:215683522
chr2:215595164
chr2:2155683543
chr2:2155683522

benign/likely benign

Supplemental Table S1.

Benign germline BARD1 variants. Benign or likely benign germline BARD1 variants identified in the PEDS
MIONCOseq and St. Jude PeCan datasets. This serves as an extension of the data presented in Table 1.
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Sequence Change Amino Acid Change

c.2212A>G
¢ 19720=T
c.2212A>G
¢ 1897T2C=T
c189T2C=T
c189T2C=T
c.2212A>06
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p. 738V
p.RE5EC
p.IT3EV
p.RE58C
p.RE58C
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p.I738Y
p.EGBOK

p.Q11H
p.REEBEC
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p.RESEC
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p.IT38V
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p.RT31G
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