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Supplemental Table S2.

Prevalence of somatic DNA damage repair gene variants in Ewing cell lines included in original
studies of PARP inhibition. Cancer cell line encyclopedia (CCLE) data was queried for somatic
mutations in DNA damage repair gene mutations in the 14 Ewing sarcoma cell lines listed. The
predicted/known impacts of the somatic mutations and sensitivity rank (sensitivity to a compound as
compared to all other cells lines in the CCLE) to the PARP inhibitors olaparib, talazoparib and niraparib

are also noted.



