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Supplementary Information includes: 

1. Supplementary Figures S1(this file) 

2. Supplementary Tables S1-S9, provided as separate files: 

Contents of Tables S1-S9: 

Table S1: Chemical compounds isolated from RD. 

Table S2: 378 relevant targets of bioactive compounds. 

Table S3: 984 BC-related genes. 

Table S4: 148 RD target genes for the treatment of BC. 

Table S5: 227 Biological processes for RD target genes. 

Table S6: 142 KEGG pathways for RD target genes.  

Table S7: Component-target-pathway network analysis and evaluation. 

Table S8: Binding energy of 10 hub targets and their corresponding 103 active compounds. 

Table S9: Sequences of primers for RT-qPCR analyses. 

 

 



 

Supplementary FigureS1. Full-length western blots for Figures 13. (Cut the length of NC 

membrane according to the molecular weight of target protein) 


